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Fig.2  Model of virioplankton control of host community diversity.
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Fig.3  Viruses are catalysts for biogeochemical cycling in the microbial loop.
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Modulating marine ecosystem by marine viruses—A review
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Abstract Marine viruses play great roles in the marine ecological system such as modulating the biodiversity and species

population regulating the nutrient cycling intervening gene transfer and influencing climate changes. Recent research
achievements on marine viruses were reviewed in this paper. We focused on the modulating role of marine viruses in marine
ecosystem and discussed future research perspectives.
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