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Isolation and identification of a bacterial strain KHg2 with high resistance to
mercury and cloning
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Abstract Objective The air al strain with high resistance to
mercury. Methods A bacte: sediment of Liangshui river in
Beijing The strain was identifi physiological and biochemical
properties. A pair of PCR pri »me bacteria published in the
GeneBank to amplify the comp > PCR-amplified DNA fragment
was expressed in Escherichia c tested. Results A bacterial
strain which could grew on LB ed as KHg2. The strain KHg2
shares 96 % sequence identity ological characteristics and the
results of physiological and bio 15 silvestris . One PCR fragment
of 1680 bp was obtained from t *seudomonas putida . The PCR-
amplified DNA fragment was cl 2. The expression plasmid was
transformed into £ . coil host : rotein of 33 kDa was expressed
by the expression strain after of heavy metal resistance test
showed that the expression stra ile a negative control E. coli
BI21 DE3 harbouring pET-3 ». Conclusion The isolated
strain KHg2 was closely relat ain KHg2 and was expressed

successfully in E. coli. The expression strain £. coli BL21 DE3 - pZY2 has resistance to heavy metal mercury.
Keywords soil contamination by heavy metal bacteria with resistance to mercury isolation and identification sequences

analysis of 16S rRNA gene clone and expression of merA gene
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