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CLASSIFICATION OF THE SLOW-GROWING RHIZOBIA
ISOLATED FROM THE NODULES OF CROT A-
LARIA JUNCEA BY DNA HOMOLOGY

Li Guangshan®*

Chen Wenxin**

(Beijing Agriculiural University, Beijing 100094)

The DNA G+ C moi% and DNA
the four slow-growing
and one middle growing rhizobia from
the nodules o fCrotalaria juncea and eig-

homologies of

hteen other rhizobia were comparatively
determined by the methods of the ther.
mal denaturation and the reassociation
rate of DNA, respectively. The results
showed that: 1. The slow-growing strains
from the nodules
and Bradyrhizobium japonicum were be-
longed to a high level group of DNA
homology (75.3—85.2); 2. The classific-

ation results obtained from DNA homo-

of Crozalaria juncea
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logy and numerical taxonomy were ide-
ntical (unpublished data). So we propose
that the slow-growing rhizobia from Cr.
oialaria juncea should be included in

the species, Bradyrhizobium japonicum,
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