W B ¥ o4 IR 35(5): 364—-367, 1995

Acta Microbiclogica Sinica

NEERE~EKNETRAEREN"
% B F 1 oA H¥E EEE

(PEMERREHPIFERH HLRE  100080)

W ¥ UABRAKSE 7962 HEGEREE. FAE/ME, LiCl,“Co | §-MOP + NUV 5%
HELFEENYEATEE LT R BRI BERE TR ALz, HEHREE 2300~
2500 1U/ml, £ DNA #FiIL.ANAREKONAERATRAKE . XREEFHRERE
Mo RRRBRY AL REFORTEREREY R,
XA ALRRTUERIRE, TLBERN AR, AR TR B IE AL

ek (nisin) BEREABABRKBESEN—FEK, RS E2RABEH, QR
BEE. . FRFERAATRERS BRSNS R ST RANDEIER, R itEn
HIS RS RR AR, R 2R EFORASRHET. O S0 S EFABXSE
TR SR BEO AR RORKERB EEREY, REMARAKNOTR
FRANESH, YRRBEREIRGRTVAREARBRENRE, RITUIALRKRA
Fh e (Lactococeus lactis subsp. lactis) 7962 MEiaHikk, AR EFRTIEREE
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1 MRS

1.1 M¥EN
AU EARIMERE 36 Bk, HrhALB S 8 &, KFrERANEBEENY 14
B.ERREERS 7 & BN 7 B
1.2 BNx
AMAMRBEREHNE RS S R TRERBEEFENRA MI7G 5 &Y,
BEZEFREUMA 1.5% 36,
13 SEnBHE
131 AL, LiC1.“Co H4bBm A k: 23],
1.3.2 8-MOP + NUV E&4H Gk S2W3#E (4],
14 SIESWEMMHIEN
RRAEMMEE, RERRENEAMERE (Micrococcus flavus) NCIB 8166, J§
¥EH Aplin & Barreuw AFFHEARER. UEHES D CERS .
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S Ri6),
1.6 DNA itk Hit . MIDE/DMKBEK

JAN DNA B, abit. BUEAR BEEBISECRI7I i, AHTAME BE
DNA #y iz ikielh
1.7 DNA Ze3xr

A EceRI, Hind 111 &Y pMG503", HEARLEILENL 330 bp W BRI TR
4 ,{E Bochringer-Mannheim A& DIG iRicHG MRS, BNk R
BRI HAT.

2 HRPWR

2] ARERESEHADHZW

MERSM RS BB 36 RIMARRED, ALMBETERERE, B2
HARRIT VASER” BR RN ARIAKRRE 7962 fFAR—SHRNERE#EK. AR
FrE, LICL*"Co HHMBNBRMYERTLERERTHRRE 442, (EFEHK™
BABERSE, RIGHMIABIREA AL2 &/ R T, Fl B B 8 B 42500~ 25001U/
ml, EMEFHALE L

AEAERRE 7962(1100~12001U/ ml)

Vo oplsE
79-10

v Uy gE: X
79UV-S22(14781U/mi)

¢ uv gm
79-UV3-11(19321U/ mI)
I “Co LiCl HAMME
337¢21001U/m1)
+ 8-MOP 4+ NUV g8
AL-2 (2300~250010/m)

B EEHSmERE
Fig. 1| Genealogy of the mutants

22 EHEEE

2R BREEBRAEETEN AL2 #iTHFEE, HFX: 18~24b 43 AL2
MM EL LAY, SR RERT RS, SFRBRAREE. & oH 7.0 B9#%K
BB 18~24h, pH EERH4.0~45, FENARECREEN. RAMAELT
B kEEEE: K (4:1:2), REKA 0.05% ERHEFER®, Eﬂﬁ?‘%&. AR RK
FOMEFF AR ALZ YA MALBIRE,
23 EREM

it~ iERR AL2 B RFEETAEARRE 7962 RRSEK™ER: DS H
BoeA EALM I IR ATCCL1454 4 DNA 44, A PCR HiAR¥ MmBASEHk
BUARAY R, LR BOGRS S 11454, 7962, ALZ RAPFASEHB AL MTMTE
B LM0230 fg DNA Zuidx, B5RUEIR 11454, 7962, AL2 ZERGAKBOHVRREE,
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in 0230 MR @RdEM A8, H Hind 11 EgY)) ERPU#REE B DNA, RARH ST #BA
Brgess, 11454 F—4 4 kb FrEr, 7962 f1 AL2 ®H—# 10kb KBS S BEY
—AFZA, T 0230 AR REMBLH(E 2), X—FHRER: (1) fiT AL2 5
BETRE, I AL ROBR S LB EBATRZE R (2) B AL2 R 5 7962 —H,
B AL RSk T 7962 mu—HRELBEEMK A E (3) HIE DNA RfrH, REA79I62
Al AL2 ELERMKA A EE R TR EE L, B Tsai A Sandine™ HiH A # &
FRAVF=AE L 7962 [—A 17.5 MDa Fil T K, BATMBERS Tsai HZARERFTH A
&, RENA & TH—F I

B2z #REEMEE
A. WEREE B RZRk

Fig. 2 Hybridizarion patterns of DNA from nisinproducing L. lecifs subsp. lactis

strains '
A. Agarose gel stained by E. B.; B. Hybridization patterns.

1. Total DNA from L. lgctis LM0230; 2. Total DNA from L. lactis AL2; 3. Total

DNA from L. lactisr 7952; 4. Total DNA from L. lacris ATCC11454; 5. SPPi/EcoR

I; 6. Total DNA from L, lacris ATCC11454/Hind III; 7. Total DNA from L. lectis

7962/Hind 111, 8. Total DNA from L. lacsis AL2/Hind III; 9. Total DNA from L.
lacsis 1.M0230/Hind III.

2.4 AL2 mfEREE

¥ AL? ARG E N ESEEE 10Xk, 8RB 10 A BELZNERM,
JF A B RO LB B RR A 20 2405 1U/ml, %582 5 (RASERIRAN 20 2426 IU/ml, 353 1o
KA A 2333 10U/ ml, DUERAMTERRMN G 100%, HEE 10 k/E, HB A 0vE 97%,
AR AL RR IR AL2 R@EKROEERREN,
2.5 AL? GHEERR

HABRABRKRE AL ARBEFEDERTH, RIRT DGRBS
FTHABRBERERTELR, ©0EA%R0O LD, HlixE, 7 14d B HR, TR
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HRDSFHEE, LDy > 21,500mg/kg FEH, RIB (RABERZZERHEFNIGTIE
HE, ARARRE AL REFHEBETEREERY R

3 &k

SR, DB TER: CARALBRE 7962 HRREkR, S HELET
EELER, KR —MAREKRET ZEK. DNA REFR RHGTLERIKAET ik
Bfr FHesk b, HREERERERN, SHRARIER AL2 REPFHETEREE S
Wi, BT LB LB AL2 2—#REBa T4 P R A B ™ £ i,
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THE SCREENING OF HIGH-YIELD NISIN PRODUCING
STRAINS AND LOCALIZATION OF PRECURSOR
NISIN GENE

Huan Liandong Tao Yong He Song Tian Yuqing Xue Yugu
(Instivute of Microbiology, Acodemia Sinica, Beijing 100080)

Abstract A mutant strain AL2 with high yield of nisin was obtained from Laezo-
coccus lactis 7962 by treatment with physical and chemical factors. The nisin acti-
vities of fermentation medium were 2300~2500 IU/ml. LDy, test results indicated
that AL2 strain and its product (nisin) are nontoxic. Hybridization expertments sug-
gested that the presence of precursor nisin gene is on the chromosome.
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