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EE4aNiRERRE
V. BAEIDITRE T purd RZE R FIERE
wOH X F EHS

CPFEAZEECEWB TR L5 100080)

PRI RARGEDT I REENZ TR LG EERET AICAI Transformylase,
IMP Cyclohydroiase fl GAR & A3 Z 4 EH purl. purH # purD &g, X =14
BN R — TR P a0 TRIEM 90 87, BEHEX KT8 X — B A F 00 8 FF R 7 5
W REGM B HOW. KWAEXGITET N LR = MR HEERY purH fl purD,
HALETE purd SS9 HEY, HiE Chopra HETRGEW TR E L T purH R EcoR1 YA T
W F purD %R BRI AT, BRI BT BR RO E D T R E R A S X
B PN purH # purD H 85% 1 883% MR HEME. RE MM, R ES TR AP R EN L purd
ZiW RN AR, RERGEDT ISP R4S MA purl 13 EcoRI I8 L3 EL3E SRS K
SERITHITER., HEHR - BTARMER, BRI EGEDT K E purH MK EcoRT .4 L#
it SImEEXF Y EcoRIVE THRSETRTAETHE. WE THENE 8 F A+
BHESE ANRGED I TREFRAEE pur) KHEHEH, AAKBFE- -, WX BRI THERE
purH # purD PS5 HEEE,

1 Ao &
1.1 &
1.1.1 #k: DHS5z supE44 AlacU169 (@80lacZ AM15) hsdR 17 recA lendAl gyrA96 thi—1 relAl,
1.1.2 ki pLK233, & purH 1 purD #4718 3.3kb 4N & A BT pUCI19 i Hind 11T §]
SpLK212, % EcoRI ¥4 E# 1% S5 M XA 1.2kb 4F ¥ H BUEE pUCI9 8 Hind 111 R
EcoRI.
113 B %K. EFMARE LB KEH &AM A plasmid broth!™, B ¥ H B ELEE A 50
pg 7 ml,
1.2 A&

TR M3 S RR(T], 24 8 F I B DU R w2 1k ik, B /F 4P B % Pharmacia Bio—Tech #J
T7 Sequencing ™ Kit I8 #i17,

2 HXRAi
2.1 FeoRI V15 R FTIMRE

BT 7-BTUEBA pLK212 & EcoR1 ¥ 5 B F %Y 200bp. FEXHH AR — R BX /DO SR8E
K. S pLK212 i, BT S| 8 pUC/ M13 MBI 74T A L.

B 1 2R A5 0 5 R SRR EcoRI U145 LM purH S5 B 40 AR 6145 A S AN 09 3 P2 X TF 51
PUR box, —10 Kf1 S/ D I#31.

* HE QA RPERS AP EMER - AT EAREEHTAE.
K30 1-1995 12 H 27 HCH,

© PERFREME VAR ESREE http://journals. imac.cn



51 H OIS ESAERESRAERR V. 399

AATCAATACTCAGGGATAAAAGCGGGGCCAGAATTTAAAAAGAAAAATTC

GCGAGCGTTGCGCAAACGTTTTCGTTACAATGTCGCCGCAAAATGAGAAT

PUR box -0
ACCCCATAAGGGGCGTTAGCTGAGTTTTTCACGAAAAATTCAGCTAACGC

TCTCTGTAATCGTCAAATCCAGGGGATTTCCCATGCAACAACGTCGTCCA

S/D
GTCCGCCGCGCTCTGCTCAGTGTTTCTGACAAGGCCGGTATCATCGAATTC
M1 EcoRI b4 IR EcoRIY)

GAATTCGCCCAGGCACTTTCCGCACGCGGTGTGGAGCTGCTGTCTACGGGG
EceRI{]
GGCACCGCCCGCCTGTTAGCAGAAAAAGGCCTGCCGGTGACCGAAGTTTCC

GATTACACCGGTTTCCCGAAATGATGGATGGACGCGTAAAGACC

B2 EcoRI UG T SAHEMRFFI

Escherichia coli:ACGGTAACCACACAGTCAAAATTGTGATCACCAT
Salmonella typhimurium: AATCAATACTCAGGGATAAAAGCGGGGCCAGAAT

TGAAAGAGAAAAATTCGCGAGCGTTGCGCAAACGTTTTCGTTACAATTGC
TTAAAAAGAAAAATTCGCGAGCGTTGCGCAAACGTTTTCGTTACAATGTC
PUR box -10[X
CGGCGAAAATAAGGATGCCCCGTTAGGGGCGTTAGCTGAGTTTTTCGCGA
GCCGCAAAATGAGAATACCCCATAAGGGGCGTTAGCTGAGTTTTTCACGA

AAAATTCACGTAACGCTCTCTGTAATAGTCAAATCCAGGGGATTTCCCAG
AAAATTCAGCTAACGCTCGCTGTAATCGTCAAATCCAGGGGATTTCCCATG
S/D
CAACAACGTCGTCCAGTCCGCCGCGCTCTGCTCAGTGTTTCTGACAAAG
CAACAACGTCGTCCAGTCCGCCGCGCTCTGCTCAGTGTTTCTGACAAGG
purH
CCGGTATCGTCGAATTCGCCCAGGCACTTTCCGCACGCGGTGTGGAGCTG
CCGGTATCATCGAATTCGCCCAGGCACTTTCCGCACGCGGTGTGGAGCTG
EcoRi{]d
CTGTCTACAGGGGGCACTGCCCGTCTGTTAGCAGAAAAAGGTCTGCCGGT
CTGTCTACGGGGGGCACCGCCCGCCTGTTAGCAGAAAAAGGCCTGCCGGT

AACCGAAGTTTCCGATTACACCGGTTTCCGGAGATGATGGATGGACGCGT
GACCGAAGTTTCCGATTACACCGGTTTCCCGAAATGATGGATGGACGCGT
GAAGACC

ABAGACCT o o o et gt 1) B B AU A HE B pur(DJHD #4567 71 1 8

2.2 EcoRIYIETHFFIMME

WM AR A pLK233 & 3.3kb SME A BLREE 3 purQpurH REH &H -1 EcoRI
P&, HIBEE EcoRI WA THEFRET Y Chopra FrME R FFH — 2, R0 pLK233 R, B IF
M348 PUC / M13 M T EcoRI Y1 FHEFFHL 5RTTH 2,

B 2 FR RS Chopra MBI 5E 2 —B,

TR BRI EcoRI ¥4 F FEFEHRRITFM S KB HEEHE, PiRbR 1A 3.

W 3 fmR: (1) EcoRI WS iG55 72— (2) EcoRI Y51 L¥IF 780 E R kX 85%.
WA B0, R EY TR E R L purd 5 H, FIKBTH— R B ri g
purH i purD . WF3LEM X BFE S purH KRS L KA A AICAR Transformylase il IMP
Cyclohvdrolase LB 5 HEeb Lo BIUL %8 78 40 47 0 3 purH JF B 2 R7F K, BUAHEWTTIRE S H purl
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REGULATION OF PURINE BIOSYNTHETIC GENES EXPRESSION
IN SALMONELLA TYPHIMURIUM

Y. NUCLEOTIDE SEQUENCES EVIDENCE WITHOUT purJ GENE

Huang Yi LiuBen Wang Aoquan
(Institute of M icrebiology, Academia Sinica, Beijing 100080)

Abstract Previous genetic analysis showed that AICAI transformylase, IMP
cyclohydrolase and GAR synthetase are encoded by purl, purH and purD respectively,
and which constitute a operon, mapped on 90 min in genctic map of Salmonella
typhimurium But recent study in E. coli indicated that the genes encoding for above
three enzymes only have purH and purD.without pur] gene. Report here is the DNA
sequences evidence for abence of pur] gene in Salmonelia typhimurium.

Key words  Salmonella typhimurium, purHD operon, pur]
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