B4 W 2 37 179 ~ 183, 1997
Acta Microbiologica Sinica

L BEFATET RubisCO B FIBES 47
ARE HEW HKEE S5 B BAT

QUAKREEGMHERMEDRARKEATREY i 250100)

R UATEETE LS - _RMBMEIRLE / 8 (RubisCO) B 4. 5
AT B AL BT B0 0k DNA 2055, £58%0, SUALRMIT BN Y &tk DNA
R 5 S BT RubisCO IHH 2. MERKAERARS AR, ATHES
SEALATHE RubisCO HEBREtA30, FMER. T RubisCO gEUrk b i & R T 1,
Rt IA R EANTE RubisCO 4k 3¢ % L 1 IR TR I EE.

KRA GHFER, 1 5~ SRR SRR / %R (RubisCO)

L5— ZHiR BN R ALAE / T E B FF RubisCO) B it fk OO, B & I ¥ i X &g
M. ERASHYURKBIEEEY D, W8 MATEAS AP TRAR, ATRAE
ZHE LR R BRI, Ptk RubisCO L BFFT 13 25 4 55 00 414 14 A o 404 B 10 4%
BB fetric™. MTRAME. FREZNEBMEMRR, TA80 RS 88— 4%
.

WATERENN . HREHE. SR EEANBELME, SiimeHm
HEZHERERBSEFE SRS DIENREE. HmEmEN AL T HEFGHE
( Thiobacillus ferrooxidans, TR# TO) M EALFIFATE( Thiobacillus thicoxidans RifF TO LB
YL 2 RERHT B ( Thiobacillus versutus, A% TA2),  F 7o) B AESE A 9%, [
HACASAREE FIE IR P IIINE—E, RMeiEEL&e. ey
. G+Cmol % & & LIFEEREAHIARE.

158 LA AL SRR AT BIANER T 41 4F B ( Rhodobacter sphaeroides 15§ Rs) it RubisQO
B ZEH(rbcL —rbeS) A iREl, 295 Tt TA2 fufafk DNA BY) K B uss. X BE80, Tt
5 TE8Y el —rbeS HET 243, [MBEHR,; TA2 REES5H%, RMAESHSHE Rs
iy tocL —rbeS #2432, HARMFIER, 80 TA2 £ RubisCO #E % & b 5 TOR Tt
EEEK.

1 APk i
Ll EHRER

TA2(CmAsHg), M35 Kelly S35 A" TF—55 F1 Tt—7 l A E 4 B AR A

pUCI8—29N, %;#5 Rs rbcL—rbcS 3.4kb FBt, #ifk7e pUCIS Sma I {7 &, Hy Tabita

*ERRILFY B RE LR 0 BB,
AXF 19435 11 [

© PERERMENHRATIEKSHES http://journals

m. ac

cn



180 m o B % #H 3NE

F. R {24t pRQ52 % Rs rpL X K B, th Tabita F. R. {24t pTRII %53 Tf
4.0kb Pst 1 Bt, silEfE pUCIS, f Kusano T. {3t
12 EHFBMIEFFEH

TA2 3853 R A LB 53887, 37 C 3538, ARAE KRR HRER, 30T
B3R, TUHIFERK Starkey 3R &P
13 HE{LkH

PRGN UIRE. 8. B REM A Promega A F], 4 FREARNGH
Amersham f§ ECM™ direct nucleic acid labelling and detection systems,
1.4 DNA BR{EHEAR

BRI HEHL. BEY)YYZ B8 Maniatis T. 897 ™ TA2 & {ADNA (2 H0S: B SC#k[OF
Tt—7 R AKERES WU (105 S RBAT B R KRR IS W ICH (1]
15 9FHL

Southern $8. #EHFIC RS HE RS, % Amersham 7 & B8 H3ET.

2 #£X
2.1 TA2 354k DNA Southem x4 H7
211 TA2 ifafk DNA (40 et TA2 R A iR Esm,. RS ED LB 1
FR BEHRBHBEKPED. GERE HE
PR A SDS ZUf@ 4. $RE TA2 Y4 ik DNA
S FE(BA D KT A DNA 4+ 78 (A DNA 44 F
B4 48.5kb), HE:AKKHFRES, T/ DNA
H B
212 TA2 #efafk DNA B ER S TF rbel — theS
BEBEERAC # TA2 Jefatk DNA A FRBIHEN
Y% Sal 1. Hind [, Pst I, BamH T ) JiE A
(& 2), 0.7% FIEMERERY S, AEH
BEHB IR DNABBRE KR E. BT TA2
5THEMBEGXRAERE, HERITH ik
i TF rocL-rbeS BEE R 52 %K. BE
SRR R, YRR R B
ABRBELHELY., BUARTEREE, TA2
5 T 76 RubisCO £ R ¥, W EERE KX,
A1 TA2 gufafk DNA (A BERE L 1K FIREEAE.
A. i DNA; B. TA2 jufafk DNA: C. i DNA / 213 TA2 Refifk DNA MYJABUS LG E Rs
Hind 1. rbcL —rbeS R HH 2438 Rs BT EAERNS
Fig 1 f‘@“’i 15: ?m;hm* of chromosomal - 4p g, & 45 FEFP L5 M R S E AR R RubisCO:
1. 2 DNAs 2 Cromecomal DI of T were X7 TR 8 MK WA 8 AN RLR K 16
3. 2 DNA /Hind [I. BAk(L8S), TR I B 6 KR4 /M,

© PERFRMENHRATIHKSHEE http://journals. im ac. cn



m XIRE S £ AEBATH RubisCO S R E# 4 47 181

BRI, A T (1L8S8) # P A Bi( rbeLl —rbeS) #1258 I1(L6) 926 A Be(rbpL) B2
BOTRES, LA bpL BB K BURIRST. 5 TA2 Qoo thRE) K BIZeAs, Todeict, 168 TA2
AIREARFAEE LY I RubisCO 2H; MLAAKR I tbel—rbeS 54, 5 TA2 Lo kR
WHEBARZHBR T R3EHH(E2).

TA2EE 5S4 R K8 T4 rbcL—rbeS 4438, MRS Tf rbcl —rbeS & #4+
3. FY TA2 5 T #£ RubisCO £ R 55 E 2 Rk, M5 Rs %% T RubisCO #
il
22 Tt Southem Z3Z 547
221 Tt otk DNA B 3§ Tt—7 7€ Starkey 35353 FEF BREOPE . WER
& hT TOREMARUE USRS pH W ERMAR. Ky ERRER
R MR IR, (HA R R fo /& DNA, 24 I G 2 Southern Zu3z
MIEOK, {REUW Tt—7 §ufafk DNA 4+ FE AT 4 DNA 4 F&(E 3).

A B C
A a B b C . p d E

2 TA2 Jufa{k DNA &5 Rs rbel —rbeS 2
Berm e

A.a Sal TEEMIM B %%, B. b, Hind [I M40 4 BA

#%H; Co PUIMYFBRAZEH; D.d BamH] §§

YK BMZAc#. E A DNA /Hind [ . 3 Te-7gefa{k DNA g9 B 88E i 3k
Fig. 2 Hybridization of chromosomal DNA of T, tersutus A 4 DNA; B. Tt-7 3 {5 fk DNA;
with the probe rbcL —rbeS from R. sphaeroides C 1 DNA /Hind IIT

A.a Sal ] fragments and hybridization pattems Bb. Hind [ Fig 3 Agarose pel electrophoresis of chromosomal

fragments and hybridization pattems Cc. Pst | fragments and DNA from T. thiooxidans
hybn'diza[jon pattems Dd. BamH ] frag]mts and 1. A DNA; 2. chromosomal DNA of T, thicoxidans:

hybridization pattems E. i DNA /Hind [II. 3. A DNA /Hind ]I

222 Tt—7 Jufafk DNA B4 Bt5 TF RubisCO ZH 4 2435 U pTR RS b TF
B 4.0kb rbel —rbeS BB JT BB EREE, SHEH E R M E a9 Te—7 Ref ik DNA B4 4
B3 BAMAZHR(E ), Ti—7 R fafk DNA B4 T rbeL—rbeS 3 [ A Bt 7
X, RWEMERERF YR,

223 Tt-7 Rk DNA B BLS5 A HIE Rs RubisCO BB 235 765 kiR
AR BT, # Tt—7 ik DNA 41 Br 5% 2 4088 Rs B Rh B A9

© PERFRMENHRATIHKSHEE http://journals. im ac. cn



182 m % ¥ %= #® KYE

B4 Tt-7 3¢k DNA 5 Tf rbel —rbeS 2R EE I 43T
A.a Bgl [l B§UI B ER B Ze3c#; B, b EcoR I MY B BRcil; C o P T MUTH B RAZCH,
D.d. Pvu [l B4 A B e %%, E. e Hind MIA§E) A B Rz, Fo I Sal [ B§EIH BLR A 3200,
G, g Xho I U BRR A3 .
Fig. 4 Hybridization pattem of chromosomal DNA from T. thicoxidans with the gene probe
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HOMOLOGY ANALYSIS OF RUBISCO GENE OF THIOBACILLUS
VERSUTUS WITH EXTREMELLY ACIDOPHILIC THIOBACILLI

Liu Zhenymng Yan Wangming Xu Haiyan Zheng Lei Luo Xiaoping
(State Key Laboratory of Microbial Tecwlogy Shordong Unirersity, Jingn  250100)

Abstract  The chromosomal DNA of Thiobacillus thiooxidans and T. versutus was digested
with restriction enzymes, blotted to nylon membrane by the way of Southern, and
hybndized with the gene probe of ribulose 1, 5—bisphosphate carboxylase /oxygenase
(RubisCO) from T. ferrooxidans. The result showed that T. thicoxidans exhibited high
homology with the probe anc T. versurus was less homology with it. However T. wersutus
can hybridize with the gene probe of RubisCO from Rhodobacter sphaeroides, which indi-
cated that they had high homology with cach other. As RubisCO was highly reserved in
the evolutionary, they should be divided into different group.
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