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BETAERER on EENTZEREISH

W EAER

(PEMFEEERHITF X 100080)

EEFCHEREEREMRERIL - PR —Bk Nikkomycin P48, ERAEARSRE FAAR
DHBRBALETHRE. SETHIRRATHACREHNRER R E B 28 6T R R,
BaHARTHENSRARYRERER S5 ZAMG RN, thk £ T 74 Nikkomycin 87", 8
EBEARBEET. SRR MBS RS RER T EFIHE,

lon BERRWEH YR KR AT WL2EREON. CEETREREYNERS DY, A
AE AR, KAEMER. £ E coli h, lon XEER Mk T HH (heat shock gene) FEM —F, B 58
EOMER. AREANEEAEONGR. MR EEEANRRS"Y. EHEED o BERTHSRE
LHEBHNNESETARERNEDSRE X, Southem HXERBETEHBHPEL lon NEE
EH, on BEENEEFCHBNAT A AAS TR EEFA HTHSEE R B EHNE AN
H Nikkomycin AEHEHRA X, AXUXECHEB N on EEAN S SHEEA NS, THENEEX
PERR, B 1 s A 32 M Southern X MBI B/ BB W rh RS — M & H 2 lon X EM 4.6kb B9 DNA K
B3R BT T lon 200 A3 2 E {0 FORE U0 B8 43 47
1 Rk
1.1 EEEER

KBS IMI09, B CHBE (Srepomyces ansochromogenes) WA B BB 8 4k Bluescript M13~
M Bluescript MI3 ™ P, A ERIF.

1.2 HHE

KERAT R LB 35302, B0 [4] 73RO, BERAIMIA L I 3 2 (YEME) B 30RR [5) B2,
1.3 M. HEX

AR YA ML B TADNA &MV EXRTBAAME. FATE R RE R A 530 [5]
AT,

14 FEURLAE

FiT DNA 4RSI 3R i K 30 2 ¥ (Digoxigenin—11-dUTP)¥ T M & Boehringer 4 7.
L5 RN DNA 702 DNA iR

e 3CRR (5] 3 984T
1.6 ABAERSZSAMNRREEL

UM (4] 7 B AT

* hWEMER A ESTEEL A
EXF 1997448 14H ¥ 7).
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1.7 DNA A Z% R Southern 3%

H0m {S1 7 kAT,
2 Rt
21 XEMHRR
A Xho 1 # Hind I WMHIMI3 ™. P AR, SIS RR B 3Kk 51 B5 3 i DEAE BUE 449 0.4kb
(kb) HMEERSTABEEEE lon
:-‘ et EFEK DNA A B, AR
6o S AERREFHITED #HE
a8 1 DNA %t
jj\_ R 45 0 L o T T
1.9& BEr-aEBEA L DNA, &
:?\ 0.8% fits TR BS 1 8 BZ M1 3K )5 ¥

Lo T BRI M b, B % 0 R
s Lo #47 Southern % X, 4 R R
e /// 1 WS A P T BEY)
Q.09 % 7 B % B 24 DNA, 3 i

e

2377 DEAE Bt [E i 4.6kb X 8 #

DNAHK B, #iZ A BERSD

\ ¥

B 1 E DNA B89 SXBR I 8ERL &2 3% (A) B Southern # 32 (B) M3 #& L BEXEHY
1. sppl; 2. Xho 1 BM%D; 3. Psr ] AMEYVD: 4. Sma I WY JM109, BB T 4 4000 8 %
S, Not TS0 5 6. Smal+Pst1 MY 7. P 8. sppl. 6 3 i, R AR R

B, ABER TS ITMMEARER
khEAHEALF AT SR
Z,MHBRT 4 BHBES
ST (ER).
2.2 Southern LWL
BN 4P REE LT
fFEARR DNA MR AL 3R
Pst ] #ITHEY), RIK SR KW 4
A ¥ 4k F R P 3 36 A 4.6kb
ELHAR. SEBRERR
3447 Southem £ %5, ¥ 8
GLIS L FHEARNPEA A
KBHZAMERES @2). & M2 EERAONY (AR Southers 3 (B)
M — BV REER TEE™ | p_ 2 pGL7I/ Pst1s 3. pGL36/ Pst1; 4. pGLIO/ Pst1; 5. pGLI9/
PSRN fon FIRER, Pstl; 6. sppl.
23 - MUaH
4 b 15 B0 ¥ P 4 N6 31 B 4H R OB pGLIO HATEE I - 47, B R M. EcoRI, EcoRV, Pstl,
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Sac T #l Xba I 4E 4.6kb B DNA K BRI B A BEVIGL & (BIRE). BamHI. Kpn 1, Not 1 Xho I TN B

TAMAE - ITRUMLE ;T . (ko) X

_ 1 23 4 56 7 20 I 23 456
MI3"BHEMNERBUSPHE L T — :
R R D) A B — N B
MAERBEAERYBERY
pGL19 A AR YIS/ 5 8
PR (B 3). W US4
7, Bgi 1l MY1 4L R AL F BamH I
Mxnol ff & 2 B, Pull
pGL19 R T, 4~ F B (] 3),
HAulfEM3 BELERA
MEYIALE, BT Poull %A

BRAAMWIBIME,. Sl
Bl 1 5+ 314 pGLI9 R 61 % A3 ilfﬂmz pGL19 mmlm;memsn&&;m

A: | pGLI%4pal; 2. pGLI19/ BamH1; 3, pGL19 / Bgl I ; 4. pGL19 /
TV BL R Sacll %64\& Kpn1; 5. pGL19 / Pwull; 6. pGL19 / Sacll; 7. sppl.
ﬁ-Bgflgﬁﬁ'T’i‘ﬁ.ﬁ( 3). B. 1. sppl; 2. pGL19 / BamH 1T ; 3. pGLI9 /Kpn1; 4. p(}[_;]9IN0fI;

R LR R A R R 5. pGL19/ Xho 1; 6. pGLI9 / Bgill + Kpn1.

BROW. BIYH on BHK
0kb kb b Wb b 4,6kb 4.6kb DNA s B i) ¥ ¥ i (1

| [ ZT | : | 4).
! ot IR\ Mm}j—ﬂ R L AB R, 3l
par! Pll (& Xho' 1 Southern % 3% (B W) % — % 4
P4 BN pGLI9R B B i CRIVE B2 Yk TR 2 3]
lon EEEMTM Pst 18 Xho 1

HHC 2 3.7kb ) DNA K B,
24 g

fon HBE R ATP KHELERECMERAOWHSEAEER, XK O BEED,
lon BEXEES WRERMEBH —ZEW”, CHXMERERERBE PR EEREL? on BH
ERESCHBETOEAON? BBE—SPR. Mo, BECaEE Y Nikkomycin #9748 £
—BRELA R A B A K. Nikkomycin % — ¥ 0 K B IR RO L T AR, M B MM T E, &
AF BUANERENAREAER, AL ETATEHSHEY, ME SN0 R, B 560085,
HELARR, ASBRIEHSHEWENIE™", H R iR T ROFAAETREOE Y. REA
33 lon BEMEL, SAME-EEBWE lon £EK 3.7kbDNA A BHLSFAMENESR, HERNS
REBF RIS FE AT 2 .

$ ®* ;X W
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CLONING AND ENDONUCLEASE DIGESTION OF lon GENE
FROM STREPTOMYCES ANSOCHROMOGENES

Liu Gang Tan Huarong
(Institute of Microbiology, Chinese Acadeny of Sciences, Beijing  100080)

Abstract  Sweptomyces ansochromogenes is a nikkomycin producer which has typical
life cycle of Streptomyces diffemtiaion on glucose asparagine medium. The lon gene
product is an ATP-dependent serine proteinase. The lon gene might have some
connection with physiological differentiation and also with the marphological
differentation in S coelicolor. The lon-like gene of S ansochromogenes was
identified by hybridization and the lon—like gene in 4.6kb PstI fragmem was cloned.
The physical map of this fragment and the localization of the target geme were
preliminanly studied.

Key words Streptomyces ansochromogenes, lon genc cloning, Physical map
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