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KA EE AR pSGL1 B

(HEEFRER BDRERAY EHEWHEATAF J 100050

W E HEWAE pSGLI EALREARNEEHE (Streprompces  globisporus) P & R
BRI R, ET A A S SRS E . RRESHHE T pSCLL R A S #I X {1 F —4
2.0kb iy Bt E. pSGLI BB 5 plJ101 #1%5. pSGL1 & — 54 N RK, £ I K 4% 70~
250, £E % BOBLREFT S 47 4 3t B P A B Y — LT 4 SROR B0 pSGLN 1 pSGLS3 % 0] LUE B B dy
HEHENTERE. AT A THERNERM B R AN A E R,

Xl SEM pSGLI HARHX, MEH, 20

SES Q39.13

HBEEEZRHUANE, CRANA RN I ErE A T W FAEEEE Y, H54E
RARBHES TEVERNARABELTA, BB W B WA AR B RBR Y
SN BRRA RS ER. CH RN R AR RS RS ARART B TEIN SN E
B, HEATHEZS N EEARNEALE XK ERE N T L EHE L ISP5434 il )
pLI101 (8. 8kb) A= MM e iy, e Rl 89 pll486. plI680. plJ702 %1,

AL EFRFEIT 0 ERE MR ERC I AR EEY
(Streptomyces  globisporus) C-1027 KRB 7 — M ER pSGLL. CEAEHEER . 4 T8
B/ (7.4kb), WHE ZNBREE N B AR IO S S A, A A R R A E A HY £
BE BN, AR pSGLI #i7HF5R. ME T ENEATHIR, BT A plI101
FIAE A, BIE T B9 DU, W pSGLI MR ITHEE B FMRIEE frE s IE-T: 8

1 M RF 3
1.1 B

BRIQFETE W (Strepromyces  globisporus) C—1027 44 B bl pSGLI, A A Fif AR 17 B
BRI HEEBE (Sreptomyces  lividans) TKS4[ ToFEBL  his-2  leu-2 spe-1124 65 B o Fif s
RAKH. H Hopwood D A B HEM. % 8RR & pli6so M plJ702 B Hopwood D A
HIREM,
1.2 iR
1.2.1 FRASEEE C-1027 £ RHEIFRE (%) W1 2.0, Hh 1.0, BAK 0.2, T KK 0.5,
pH7.0. #EEFFEEEE B IFRE PN 1. 5% .

* PEERFREERESRITE.
Wi B 8. 1997-01-30
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1.2.2 YEMEFE(%) BEE® 0.3, BEAK 0.5, EFRIY 0.3, WHHHH 1.0, B 34,
FALEE 0.1, pHT.0. A TEA W8 B0 Ik %,
1.2.3 ROYEMS3HE (%) % 0.4, BAK 0.4, 8 10.3, BMEOKRY0.01, Wi
LOOSEPREERPELZ0.3, HESH 0.0025, F1b450.735, SLEE 1,012, ¢ _ & 1
0.0025, # B T RIE W 0. 2ml (FALEF 0.004, F4LB: 0.002, WALE 0.001, WA 0.001, &
& 0.001), 3088 1.5, pH7.5. BT A H R EENS TSN BEE R,
1.3 Eefnitw

BRI NDIBER DNA MBS £ E Promega 227 . PEESHZFREAEF EA
7 i 5% 2 B X (Thio) # 32 H Bristol-Myers  Squibb | Z5 S5 ST 2%; HER (Neo) M b
BE=HH 5.
1.4 DNA #¥fE

HEWENN/BREBRRABEEEEY., ABEANNAREBECRARBEEY.
DNA H Bt = 4% ISCO A &l # Lidle Blue Tank #17.
1.5 RMELERATER (or) MFTBRIAERE (neo) FIRA

EEERN plIeR0 AR HE AR Bl 1KY, ARIEEEREX 48B4 H
1.08kb &1 5 B, Bk osr EBR T BY, BEEEBE R plJ680 I Xbal Fl Xhol AUERT, B i
Bk Eomaifhiy 1.34kb 89 5 B, B K neo BH HEL.
1.6 BREH¥L

HEEFEFRKNHES5 DNA FAH RO 2]/ 7 &#fr. Biba, RELARKE
ERYERHEFHEELFEA 200G, EFREBN-EZEIFRBLARIFANFER
¥ RAYE KBRS (305 0.7%) EMA R E X 25 pg/misl (1) 5 pg/ mi, SEEEE57 T il A
HAENEENENRL T,
1.7 BREAMAMNE

BEXR SIBEN S, BERYAHALNEEEEHRN S DNA, BUER & DNA #
AT FRORR B I b vk, wo R BROBE JKE L R RGBT O B N AR, ORI HE T = (R e B
xRk TR/ (REEERS < ENGTR), HPBEENLEEK DNA & FBY
H69%10°,

2 #X
2.1 WERERAEERFICH pSGLI fTERRNME

iR pSGL1 A CAr EFEHB RIS, AT ERTEYEIRTFUEAES
ROERNRERE. RN EEZTHEE LAARERICRBELERAEER ()., #
wsr BB BRI RS $E A OB pSGLI Y SR8 G140 5 Pvull, LM WHET N TKS4, 53
AEWMSELERRAMNSAT. BB No.3 BT P& Bk, 8§04 Hras SR 36 i i iR K
AR pSGLL Al wsr A B E R (E 1), BB A4 4 pSGLP3. LI 557 &L ¥ 8 pSGLI
UETHFHBEERPHGEH.
1.2 RENHEAEM

RAVA H Bk 547 HrE SRR pSGLI B EARE KX, M Sau3Al X FiR pSGL1 i#4T #
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ARV, ABREWER ik o Baifbil 2.0~6.5kb KM H R, 5 sr A BEE
(Sau 3AI# Bell XFETHER), EE Y HALTHFHERE TKS4, RA SHTEK/DEBN
R TRBHNEHEe, A REBINAARELBRAENO®ALT. RINMAEBBORE
HEERERAT P RA AR RE KRBT 3 — 5 0BT, BE T L/
) B 4 TR 4% PR ) HE RS 0 P8 (R 2), S5 R R W UL pSGLI M B A K B X AT A g (L 7E B
/N BOBL pSGLS3 AP R A pSGL1 89 2.0kb I A B2 |

2.3 pSGL1 # plJ101 AR

Pvull
0/7.40kb gq 1

B EEFN pSGLP3 MM YIEE B2 pSGLS3, pSGLS4, pSGLSY fl pSGLS10 &) #
Fig.1 Restriction analysis of pSGLP3 8 ) B 3
1. pSGLI; 2. pSGLI/Pvu IL; 3. A / Hind IIL; (3.75kb~5.75kb 4 pSGL1 XX PX)
4. pSGLP3 / Xba I: 5. pSGLP3. Fig.2 Restriction map of pSGLS3, pSGLS4, pSGLS9
and pSGLS10
(3.75kb~5.75kb represents the minimal replication
region of pSGLI)

it i i 26 [5) B R A pSGL1 F plI101 947 4 BB A9 28 85 5 B 5 1 PR B O 6 T X 7
FRAAEY, ARMHAERAETUE R AR EFRRAFEE. BRI Xbal A Sall
WE ) pSGL1 B3 4. 12kb I B, X — B R % pSGLI WEAEHFIX, 5 neo ERH B
B (Xhol M Sall ¥ETHEE), WBRT — M RAFHBET 4 pSGL1 #9774 BB pSGLN.
A pSGLN(Neo®) 1 plI702 (Thio®) R B # LM EHE W TKS4, B TRH R A RS L
REMFEXRRAEMNHA T, 319 pSGLN #1 pIJ702 A FEEF — kS, S,
/B plJ680 (Thio®, Neo®) 4 & H pSGLS3 (Thio®) WM FHBEEH TKS4, BB TR
AFERMAENEL T, RBEAF P FB S DNA, v R[E 8 &5 pSGLS3 Ml plJ680
PSR (B 3), DA EZ5RFY pSGL1 M pli101 2HEH.

2.4 pSGL1 RRITERKME N
it HBE R A R £5 K DNA K948 of BOR BIE pSGLI R AT TR a7 3, R %
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B, pSGLI(7.4kb) E R B X RAWEBE P ¥ 1 44 % 70,
pSGLP3 (8. 4kb) EEX G HHEBM TKM4 P W HE N KA A 110, R
A EBERVIUNATE R pSGLN(5.4kb) E B HH B TKS4
FHENRARI70, RERBLERNUEERENMTERN
pSGLS3 (3.3kb) EH I HHE M TKS4 PR WA K 250, 7
RpSGLI EEWMAFEERENRN, FUARTE. WHETH
BERRARIERA, TEIEAA R EIRERB BT RIE.

3 iT®

HERTN pSGLI EAX R EERAEEBE C1027 R H
MEEE. AXAHEREMIMTHE T ERNEXRTRHRXMAT 2.0kb
MABR L., EXEEEHEDC SN KRR, fi K35
BB (B1E pU101) M URAE AL AHTEHNY. ELHE w3 axpsoiss s
BRNEFEHEAFIATHMERRENWERNESNETHE  peonsores
NRAEBREWREEE, N T #—BHT pSGLI HE FHLE, BN B TKS54 (95 DNA
EXEMRARREHITFIIME (EERRITAR),. SEHB  Fig3 Toal DNA from
EHESAEHEHTFISMHEETUEAREEHEHI S lividans TKS4

& containing pSGLS3 and

BB pSGLI & — M EAIURE, ME NEER AR | S
f'ﬁ*ﬁﬁ'mﬂfl pIJlO] B‘Jfﬁ’_j&ﬁﬁ*ﬁﬁu Eﬂﬂuiﬁﬁ%%kﬂﬁﬁ and pLJ680; 3. pSGLS3,
BRI REREAR - MEEP#TRE EXXA

BRI #EAT 43 B 6 13 BB P45 B 9 — 237 42 BORL AN pSGLIN A1 pSGLS3 %774 J7 B M I e 4R 3T
MBS AL MBESNTRENS TR A TRREEFREIEA
BB, T LME A F M B RER RERE, BRNEAXEMERRAMIMNRERH#TT
MEHRETE. HIEES X BT ERERHATHE - SHEE, 2 NEBEARBEORE
R B E SRR A BN D TR, BURHR AR BB 8 R R s e EE

EEmR Rk,

#$ £ X W&
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CHARACTERIZATION OF THE STREPTOMYCES PLASMID pSGL1

Hong Bin Li Yuan
(Institute of Medicinal Biotechnology Peking Unmion Medical College Chinese
Academy of Medical Sciences Beifjing 100050)

Abstract The plasmid pSGLI1(7.4kb} which was isolated from antitimor antibiotic C-
1027 producing strain Streptomyces globisporus C-1027 was charaterized. It could be
introduced into Streptomyces lividans by transformation. Following a seres of deletion
expeniments, the minimal replication region was located within a 2.0kb Sau 3AI
fragment. pPSGL1 is compatible with pIJI0l. pSGL1 and its derivatives have a copy
number of 70~ 250. Some of the derived plasmids such as pSGLN and pSGLS3 have
suitable selectable antibiotic resistance marker and unique restriction endonuclease sites
and may be potentially useful as cloning vectors. These plasmids may be used to
design and construct efficient secretory expression vectors.

Key words Streptomyces  pSGL1,Minimal replication region, Compatibility, Copy

number
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