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Table 1  Origins of 204 Escherichia coli of predominant (O serogroups

o e RE N
& A/ %
Fe Jiiki_Eid] ¥ P A f #h X (%0
Order Serogroup No.ef ercentage o Region(No. of isolates)
csolates 440 serogrouped
isolates
3BT B (3) B () B H# (3 .
! Cus 36 12.72 (10) - 5T(1)BE(4). 36(5) P (1) B (2) (1)
M20) PR\ (113, 8 (4) . 18(5) B(6) (1),
2 Ore 54 12.27 (1) (DD B (1)
3 O, 28 6.36 FOL.BES) B3 B W) F3) 2D
4 Ohs 26 5 50 ?;57)\96(7)\%(1)‘@(2)‘%(1)‘}?\(1)\‘?)*'(1)\%3!3
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6 Oy 18 4.09 (). B(2). B N3 B2 . E(2)
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1.3 OMPs B

FEEZRUNHRET 287, MERTN S0 B RAHH LB T4, 37C 5 5
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R, #E K OMP-3 &, B, 56 4 OB sk HH T 3 4 OMP 2 (OMP1-3 8l),
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Fig.1 OMP patterns of selective twelve pathogenic Escherichia coli Oy isolates of chicken origin
M:Marker proteins{94kD, 67kD, 43kD, 30kD); 1. Strain Su-112; 2. Strain Su-210; 3. Strain
Su-300; 4.Strain Su-687; 5.Strain Su-066; 6. Strain Lu-078; 7. Strain Lu-088; 8. Strain Shan-
353; 9. Strain Shan-361; 10.Strain Shan-644; 11.Strain Yue-655; 12.Strain Jiang-504.

The number 1 to 3 in the diagram of the OMP pattems represented 3 different OMP patterns.
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BHRIEHHM T 4 4 OMP & (OMPL1-4 &),

© PERFEMEMIRAATIEKE®MEE http://journals. im. ac. cn



3M B RF BRESS M EEEEKBTFEASEEAR 229

2.5 105100 0% 8e TE 64 5% 46 316 2v paM gp)
e <—94.0
.', . -0
OMP &I —
e 430
e tecealagpese
- =300
e - an @ L
» * :’ .!- -—17.5
OMP B sl hee _—
Disgamdfthe = = = — — = E == = = =
OMP patterns 3 i

1

B2 RARREFRFEKETE Onsr Bkl OMP & E

Fig.2 OMP patterns of selective twelve pathogenic Escherichia coli Oy isolates of chicken origin
M:Marker proteins(94kD, 67kD, 43kD, 30kD, 17.5kD) ; 1. Strain Su-149; 2. Strain Su-166; 3. Strain
Shan-522; 4, Strain Lu-158; 5. Strain Lu-202; 6. Strain Lu-204; 7. Strain Lu-207; 8, Strain Lu-448;
9. Strain Lu-451; 10. Strain Yue-650; 11.Strain Yue-645; 12. Strain Yue-653.

The number 1 to 4 in the diagram of the OMP patterns represented 4 different OMP patterns.
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Fig.3 OMP patterns of selective twelve pathogenic Escherichia coli O, isolates of chicken origin
M:Marker proteins{94kD, 67kD, 43kD, 30kD, 17.5kD); 1. Strain Yu-058; 2.Strain Jiang -267;
3. Strain Shan-562; 4. Strain Shan-523; 5. Strain Lu-0'69'; 6. Strain Lu-067; 7. Strain Jing-614;
8. Strain jing-618; 9.Strain E-029; 10. Strain Shu-126; 11.Strain Shu-302; 12. Strain Shu-682.
The number 1 and 3 in diagram of the OMP patterns represented 2 different OMP patterns.
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Fig.4 OMP patterns of selective thirteen pathogenic Escherichia coli O isolates of chicken origin
M : Marker proteins(94kD, 67kD, 43kD, 30kD, 17. 5kD}; 1. Strain Su-034; 2. Strain Su-171; 3. Strain Su-
437; 4.Strain Shan-536; 5. Strain Shan-546; 6. Strain Lu-263; 7. Strain Yue-654; 8. Strain Jin-585; 9.
Strain Yue-658; 10. Strain Jing-629; 11. Strain Hu-493; 12, Strain E-045; 13. Strain E-051.
The number 1 in the diagram of the OMP patterns represented the same OMP pattern 1 mentioned above.
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Fig-5 OMP patterns of selective thirteen pathogenic Escherichia coli Oy, isolates of chicken origin
M:Marker proteins{94kD, 67kD, 43kD, 30kD, 17.5kD); 1. Strain Su-036; 2. Strain Su-107; 3. Strain Su-
258; 4. Strain Su-597; 5. Strain Lu-132; 6. Strain Lu-208; 7. Strain Lu-229; 8. Strain Yu-002; 9. Strain
Yu—-OllS; 10. Strain Jiang-226; 11.Strain Jiang-505; 12. Strain Zhe-413; i3.Suajn Zhe-417.
The number 1,3 and 4 in the diagram of the OMP patterns represented 3 different OMP patterns.
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Fig.6 OMP patterns of selective nine pathogenic Escherichia coli Oy isolates of chicken origin
M:Marker proteins(94kD), 67kD, 43kD), 30kD, 17. 5kD); 1. Strain Su-123; 2. Strain Su-185; 3. Strain
Lu-071; 4.Strain Yue-633; 5. Strain Yue-638; 6. Strain Yu-249; 7. Strain Chuan-403; 8. ¥.563 #
Strain Jin-563; 9.%-588 #k Strain Jin-588.
The number 1 in the diagram of OMP patterns represented they are all OMP pattern 1.
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THE OUTER MEMBRANE PROTEIN (OMP)} PATTERNS OF
ESCHERICHIA COLI'ISOLATES OF PREDOMINANT O SEROGROUPS
ORIGINATED FROM CHICHENS IN DIFERENT REGONS IN CHINA”

Gao Song  Liu Xiufan Zhang Rukuan Teng Feng Lu Yinhua
{ Department of Antmal Medicine, Yangzhou University, Yangzhou225009)

Abstract The purpose of this study is to determine the ocuter membrane protein (OMP)
patterns of avian Escherichia coli isolates with predominant serogroups originated from 18
provinces, autonomous regions and municipal cities in China. Total of 204 isolates belonging
to Oyg, Ozs, Oz, Ogg, Oy1 and Oy serogroups respectively, were tested. The outer membrane
proteins of these isolates were isolated with the improved N-lauroylsarcosine method and ana-
lyzed by SDS-PAGE. 4 different OMP patterns were identified with these isolates of pre-
dominant serogroups. 3 different OMP patterns with 56 isolates of O, 4 with 54 isolates of
Oyg, 2 with 28 isolates O;, 1 with 26 isolates of Ogg, 3 with 22 isolates of O}; and 1 with 18
1solates of Oy respectively, were found. Isolates with OMP pattern 1 were discovered in 6
different serogroups, and OMP-3 patteren was also shared by Oz, Oy and Oy, serogroups
isolates. These results indicated that the OMP patterns of avian pathogenic Escherichia coli
isolates of Og, Oyg, Oy, O;; serogroups which were isolated from different regions in China
were heterogenecus, and all of Ogg and O, serogroups isolates just belonged to OMP pattern
1. Moreover, the OMP pattern 1 was presented in isolates of six different predominant O
Serogroups.

Key words Escherichia coli, Predominant O serogroups, Isolate, Quter membrane protein

pattern
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