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ﬁ'i#j RSF1010 M\ KIS B B MBS B LRt 22 Ef0
EREFKENIZESHEE

FHER HEE EHmH
(-H BB B L R0 SR ST MU S F IR TSRO L9 200032)
RE R

(HEFRE 2R LREY TEWES O _EE 200233)

XWiE IEEERE, B, WANEE
SES Q782 XWMFIAE A XHES 0001-6209(1999)04-0376-80

. 1987 4, Trien-Cuot S AV IE 1 %5 ¥ UKL ] DL 7E 35 2% 1€ B ¥4 89 JC BB #F 8 ( Escherichia coli )1 £ Fh %

ZREHEAMEEREGHEE. EXAHHEBTRETFASXBHITHOEWEG S, M XS
ZRPBHAEMNI E EEEE MRS . BB KM TR E A (cis-acting ) B9 8 83 805 1 4
(oniT) MAKHF IncP BERH RP4 R A AR (trans) S BEE (ra) WEBED ., BB, FE2W
REMAESIHENEUNEREN, EH TERAHBAUES XS L REXEBANENTE
TR MR AR GO T R EOR R AT R B R B A A ), DL R B R M K B
B 4L T B B ( Saccharomaces cerewisiae ) F1101, 1991 £, Davies LR E T T AT H W R K &
RSF1010 AT LUE i He & ¥ B B B8 543 B W ( Streptormyes lividans ) 0 BL 35 57 4T & ( Mycobacterium
smegmatis ), FREE AL . A IR, KA T B 0 KRR RSF1010 B8 AR B ANEH
-~ SE AR B 5 B ( Sereproverticillum caespitosus Y ATCC27422 F1 B AR F K B ( Nocardia asteriodes }3927

CPE IRBRERNBRE.

1 HrEAe &
1.1 EHE ANMENRSGS AFRTAIMERMENTTE 1. KBITWHMEEEY LB B8
BEH37C .. LREERLRE ATCC27422 T B IE F KT 3027 S0 IS FH % YEMERIH 148G, Bk
RAED RYEPRAREFRZN BHBEY0C, MFAELEALEFES2 T CIR(7, 8], K
HPFERNIENY, SBE . 20pe/ mL, ZHEEHEE . 40ug/mL,
1.2 =EFHREE- W& #4988, Prime-a-gene Labling System, TADNA 7E3:8M ¥ H Promega 2> 7],
FAERMU A EEREY TRAA, [« 2P)dCTP B H LR T4 W EE LRAFL
1.3 g8

HETER[S~7IHIT,
1.4 DNAER HARERLENESTHETFUEREREFFRABS TNELABEHNESHER
ANZEEMRAY YEME WHRIE Fe 3P, 40 FI3E 5 48h R 36h, WA 24K, SRS 08 SCRR (7, 81 M0 e Tl iR
RS DNA. —#% DNA RMEE Bt 11 )8 8T,

» BHGRHEESTWETHE (No.39630010)
WA A 1. 1997-09-08, 5[] H #A .1998-03-02
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4] FHRE%.HE RSFIIONAKBFEIRARAFLRERLEMRIEFRANESGHE 377
1.5 #ME5E0 9 HTF0 Southern BN 4} 4R 75111
1 WHAEN
B PR A e 453 3B B Ok
* s F- i HB101 supE44 hsdS20(r; mg ) recAld are — 14 N
ProA tacY1 gafk2 rpsh20 ay1-5 mel-1
J e B DHSa supFd44 1aclU169 hsdR17 recAl endAl (1]
gyrA96 thi-1 rel Al
KN S17.1 FIRITE 294 B5 T RP4ua [7]
T EF S K TKS His-2 Leu-2 spe-1 (8]
otk 2 ATCC27422 B ARy ATCC
BER¥E B 3927 Lig L] FERE
et te o0 B ATCC2742/RSF1010 Str” Sul” AHF Y
E iR E# 3927/RSF1010 Str” Sul” BHFR
4 H HE W TKS4/RSF1010 Str” Sul” =R
KEEAT B RSF1010 orT Mok ™ Str” Sul” [7]
2 HRAWR

2.1

RSF1010 iEiT i E S WX IRHTE 517.1 BB BELS 228 ATCC27422 FIE KRS R H 2927

MAEERBLEETH  w) poriol0 AABHFEBHLRERLBUEREFRENES

EFITE, & RO (5~ 7 13

. FBRFCE S17.1/RSF1010 KEHF W A AR

3k AR EER L2 B ATCC27422
EE6-10d /5, EHBREIME  HBICL(RSF1010)

FEFRBEME ~
IRBER LY BERIEFEH | ATRSEE Ba ¥Rt
$17.1(RSF1010} 108 0’ 10°% Sttt Sulf
<1p~° <107° <10°° x

ERTRE, ol IR RIS

AT, HESHRMLE ELE 2, KB # S17.1/RSFL0O10 R MW F KB 3927 AR £ A BCRS,
EfthE o PN B L RER 2T — MR RR, ERERD, EERE I EENXCHITE
HB101/RSFL010, K F5 F RP4 REHNEBEER, SHM TR LRAESARESF. W
KB FEB S17. 1/RSFI010 HIZR4S #4555 B TKSA Mo At &, 18 o B YE X B8 — 78§70 1% 57 5 b Bl 0L 2 o 6
EHAFZLST,H107°. LRHERLE, EREFRENTHFHEEHE TKS4 M E R FEM = EHE

HEF 10 %

KL RSFIOID REFETRE TP, B CERSEERE AL P EEFRABEN A, 4
R ENES T, NEEMWES TE 2T REE DNA. £ DNA SR 54 A8 EoRI 5
EcoRV B1%), B IEHERERE 3k 4> B R Southern S5 F B B | R, MY P iRidM ¥ A K FE M
RSF1010 ] EcoRV F Wi fF 6 HET 7270, BOAT¥E 8 B B KW RSFL010 B8 L HAEF H RS £ (1 1),
MENEHHRBE TKS4 01E & TIE VI B, b B8 BIR 2o, R B Gy S E (MR 88 R H

REHHI(E Do

f1 F RSFL0L0 FERCEH A 38 T ERAR, 48 L) M Te S 8 0 e 37 1 WL 8 ST A7 LA O/ — B i) 2
# . BT M Southern Z¥ASH RIE IS T UASb. E A A LB e 2 A B RIE R IR P o B 2
B DNA £ KBFNE DHSo, # R80T EEEE RAE(Su) MBERE (S ML TF. Nix&
4L T4 I TR T A, @B FcoRI #l EcoRV BT 47, H K /NFIR A K RSFLO10 B — B (A 2).
SXift—# 1 E0 RSF1010 R\ S SEAEEH T L RERLEMENRE FKEF,

2.2 RSFIOL0 FEESFPHIHER

KT E RN RA R TREN, RS TERTAERNFRAREL SERENESH
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R REBAKBEFHECAEBANBEY TR LER BERAANHREOEE, MILEER
H %I, BB B DNA, #1L X8 H# DHSq, B\ PR RGO, 2875875 RSF1010 2—28.

B KA SRR E S T8 RSF1010 #Y Southern B3I 238 4347
A:DNA #IBfEsiBER 55k B  B:DNA southern E1E 7835/
2~5.DNA/ EcoRl;6~12. DNA/EcoRV, 2~5 F1 6~ 9 MMIF KK 9 K ¥ 8 S17. 1RSF1010 &K DNA, B4R
FERE 3927/RSF1010 B4 T & DNA, LR #5028 ATCC27422/RSF1010 #£4 T & DNA, EHF G#EN
TK54/RSF1010 4 F & DNA, 10~12 450 EREF R 3927, O RERLE ATCC27422 MIEFHHBE
TKS54 & DNA #y f2FB8 ;1 40 B a 45 ADNA B9 I YT8E Hind B Y= E R0 T RAMRR.

NP RO
BRBES 7

B2 4B RSF1010 #4 F 5 DNA M KBTE L TR VI8 EcoRI #1 EcoRV BEI4H 7
2~4 % EcoRIBEY];5~7 B EcoRV M. 2 M 5 A EEEKFHATH S17. 1 9 F A RSF1010;3 1 6 AU EBRIEFK
# 3927/RSF1010 ¥ & F & DNA ¥4 KB & DHS« BL FAIRR:; 4 A1 7 K RSN £ 8 ATCC27422/
RSF1010 ¥4 F & DNA ®4L MK B 8 DHSe FLFRYRAL; 1 4 02 B A ADNA 89 P9 Y188 Hind 8§ 01741620
ST RIDRE. ‘

2.3 RSFI010 EXBHHFEPHEEYE

FEEPRF, ZB RSF1010 AR KB EPA AR E IR, BEXHTE HB101 Al DH5«
FERMERNRBFE. NXF S PRI BE DNA, Al EoRI 8], 2RSSR Sk, BN
£, —%& 25 RSF1010 K/h—FH, 5—FNEHBUS5E XX, BUHEHER — LB HHWE R,
Fo/h gk 2.3kb( B 3A). AP EEGX TR, & B FAEEMERE, #1L DHSe, EHB R TR ik
BT, IERERN RN FED THAT. NFRREE, BU4H, EEHERS RSF1010 X
INE—EH . EWBAEATFXLRATHI B —FKW, K/DARK 2.3kb, Bk, RSF1010 FAI R
TR, MIERRIX /N &R B T RSF1010 & B kSR B TR S T M B4, #4177 DNAKY
Southern B 2432 3L B, ¥R % RSF1010 £ EcoRI BE Y1 K /INEY % 8.7kb 84 K I, 34 P 4RIE, B R
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FEH /N E RSF1010( ] 3B).
8 9 10 11 12 13 : ], 2

B3 A RSF1010 #4 F & DNA M RAFF R L TH
Bk A9 Southern Ef 44384047

1.5.9 JkHEFE S17. 1/RSF1010 3R B A R :2.6.10 7 B R R BT 3927/RSF1010 & F & DNA

K DHSe 4L F R BUE B DNA;3.7.11 35 R $658 22 ATCC27422/RSF1010 #26 F .8 DNA

KB DHSq 3840 T R IAY R DNA;4.8.12 0 4 S B TKS4/RSF1010 # & T B DNA KB

8 DHSa 340 F P B B DNA. 5~8 BB R DNA £ EcoRI B§);:9~ 12 BB DNA % EcoRV

BY);13.1K T DNA 1E 54 F BA MR, ' ‘

AT LT HOKE S5 398 A9 I FF B OB RSF1010 i B A BRI M A M AR W L RER LW
MEREFREP. %ﬁﬁ%ﬁﬁﬂﬁ?&?ﬁﬁﬁﬁﬂs?ﬁ%&ﬁ?&‘]?i%,ﬁ'ﬁ%%ﬁ‘&%&‘*‘#zfﬁ
HEBEMSFHE MSENEDRLSE, EXTEIABERIEEZRRM EI#TTKFHTR
A, RSF1010 XX —HWHRETHRE NN TH, BoEBR—F5EF EHNREREEL
F A b, MR R B X R M k., FIW RSFL010 BUE R BE A E L RERLFME FRETHE
FFEEREWBRARTTN . BRARFE RSF1010 £ KB & PERRARHAEE, EHH RN
#EAG, Ay EEASENEH FRETHE. 32, X LR IHBERIEENHER
BT FRENBE LR, #7 THEXHEE,

£ £ X &
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CONJUGATIONAL ACTINOMYCETES OF PLASMID RSF101 FROM
ESCHERICHIA COLI TO THE RARE ACTINOMYCECES OF
NOCARDIA ASTERIODES AND STREPTOVERTICILLUM CAESPITOSUS *

Li Weiquan Shen Meijuan Jiao Ruishen
{ Laboratory of Molecular Regulation for Microbial Secondary Metabolism , Shanghai Institute
of Plant Physiology, Chinese Academy of Sciences, Shanghai 200032)

Zhao Guoping
( Shanghai Research Center of Biotecnology, Chinese Academy of Sciences, Shanghai 200233)

Abstract RSF1010 is a naturally occurring Escherichia coli broad host-range plasmid about 8.7 kb
in size. It can be mobilized at high frequency between different gram-negative bacterial species when
transfer functions are available in zrans. Following the pioneering work of conjugational transfer of
RSF1010 from E. coli to Streptomyces lividans and Mycobacterium smegmatis, the transfer of this
plasmid by conjugation from E. coli $17.1 tp two gram-positive rare actinomycetes, Nocardia as-
teroides 3927 and Streptoverticillum caespitosus ATCC27422 was first time reported in this study.
Southern blot analysis of the total DNA extracted from the actinomycetes’ exconjugants proved that
RSF1010 had been transferred from E. coli into the two new hosts and maintained staby in the ex-
conjugants. Meanwhile, partial deletions of RSF1010 replicon locsing its antibiotics resistance mak-
ers were readily detected in E. coli . The implenmentation of this observation was discussed.

Key words  Conjugational transfer. Plasmid, Rare actinomycetes
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