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Table 1  Virulence genes and virulence-associated genes regulated by o® and phenotypes of sigma B null mutants in selected bacterial species

Genes regulated by ® (reference[s])

Species - - - Phenotype* (reference[s])
Virulence associated Virulence
L.monocytogenes  bsh!™, hfg*", opuCA 2 inlAl' prfAl22)] Decreased invasion!®”), decreased spread to spleen!®”)
S.aureus cap genes!"* cIfA "7 jcaAl"™! sarA U7, No difference!'”, caused more severe arthritis, weight loss,
interleukin-6 production, and mortality!"*]
B.cereus — — No difference!'”

*Virulence-related phenotypes observed in sigma B null mutants. Relative phenotypes are with respect to the wild type.
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The regulation of ¢® activity and its role in some gram-positive
food-borne pathogens——A review

Yingying Feng, Xiaoli Zhang, Qin Luo’, Qingchun Zhou

(Hubei Key Laboratory of Genetic Regulation and Integrative Biology, College of Life Science,
Central China Normal University, Wuhan, 430079, China)

Abstract: The alternative sigma factor 6” modulates the stress response of several Gram-positive bacteria. Not only does

c” play a prominent role in sporulation in the Gram-positive model organism Bacillus subtilis, but it also contributes both
directly and indirectly to bacterial virulence in the food-borne human pathogens Bacillus cereus, Listeria monocytogenes
and Staphylococcus aureus. As 6” has been shown to regulate expression of both virulence and virulence-associated genes,

it indicates that ¢® is a key player in pathogen ecophysiology.
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