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Fig.1 Patterns of 41 different Legionella pneumophila by amplified fragment length polymorphism. S1,ATCC 33153; S2, ATCC
33154.Study codes nos.1 to 45 represented the environmental isolates of our lab. Study code nos. 13 and 14, nos.28 and 29, nos.31 and
32, nos.35 and 39 are four pairs of duplicate strains. Study code nos.3, 6, 8 and 9, nos.5 and 7, nos.2, 4 and 23, nos.17 and 44, and
nos.15, 27 and 28 are five sets of identical genetic typing strains. M, GeneRuler, MBI Fermentas.
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Table 1  List of the AFLP genotypes and related information for the 43 Legionella pneumophila strains

the most pos-

AFLP AFLP Study Serogroup Source and characteristic

groups  types  codes  O"A"NO type “AELP e of isolates City of origin
A 001 1 Kingmed-025 Lp_sgl - air condition system in 2003 Guangzhou
002 36 Kingmed-088 Lp_sg7-15 - surface water in 2006 Guangzhou
B 003 40 Kingmed-063 Lp_sg3 - surface water in 2006 Guangzhou
C 004 45 Kingmed-006 Lp_sg5 - water tower in 2004 Xinhui
2 Kingmed-023 Lp_sgl air condition system in 2003 Guangzhou
005 4 Kingmed-019 Lp_sgl 001 Lugano water tower in 2006 Xinhui
23 Kingmed-030 Lp.sgl air condition system in 2003 Guangzhou
D 006 24 Kingmed-027 Lp.sgl - air condition system in 2003 Guangzhou
Kingmed-091 surface water in 2006 Guangzhou
007 13(14) Kingmed-086 Lp_sgl -
5 Kingmed-017 Lpsgl water tower in 2006 Xinhui
008 . 014 London - -
7 Kingmed-014 Lp_sgl water tower in 2006 Xinhui
009 20 Kingmed-054 Lp.sgl - surface water in 2006 Guangzhou
010 22 Kingmed-034 Lpsgl - surface water in 2006 Guangzhou
3 Kingmed-010 Lpsgl water tower in 2006 Xinhui
6 Kingmed-015 Lp_sgl water tower in 2006 Xinhui
011 8 Kingmed-020 Lp.sgl - water tower in 2006 Xinhui
9 Kingmed-008 Lp_sgl water tower in 2006 Xinhui
12 Kingmed-002 Lpsgl water tower in 2003 Xinhui
012 S1 ATCC 33153 Lp_sgl - human lung tissue Knoxville

© PERZRMEDARAATIKSHES http://journals. im. ac. cn



1662 Zhaohui Hu et al. /Acta Microbiologica Sinica (2008) 48(12)

1
the most possi- .
A swmnNo, OO Thyewery  SOWCeaECEnsic gy of origi
AFLP type
013 17 Kingmed-068 Lp_sgl surface water in 2006 Guangzhou
£ 44 Kingmed-013 Lp_sg7-15 - water tower in 2006 Xinhui
014 18 Kingmed-067 Lp_sgl surface water in 2006 Guangzhou
015 42 Kingmed-044 Lp_sg5 surface water in 2006 Guangzhou
Kingmed-101 surface water in 2006 Guangzhou
F 016 35 39 Kingmed-064 Lp_sg5
15 Kingmed-076 Lp_sgl surface water in 2006 Guangzhou
27 Kingmed-123 Lp_sgl surface water in 2006 Guangzhou
017 Kingmed-113 surface water in 2006 Guangzhou
G 28(29) Kingmed-107 Lpsgl
018 26 Kingmed-151 Lp_sgl 015 Dresden surface water in 2006 Guangzhou
019 33 Kingmed-098 Lp_sgl - surface water in 2006 Guangzhou
H 020 25 Kingmed-166 Lp_sgl - surface water in 2006 Guangzhou
Kingmed-103 surface water in 2006 Guangzhou
| 021 31(32) Kingmed-102 Lp_sgl 002 Lugano
J 022 16 Kingmed-071 Lp_sgl - surface water in 2006 Guangzhou
K 023 10 Kingmed-007 Lp_sgl 013 London water tower in 2003 Xinhui
L 024 19 Kingmed-066 Lp_sg5 - surface water in 2006 Guangzhou
M 025 37 Kingmed-085 Lp_sg5 - surface water in 2006 Guangzhou
N 026 S2 ATCC-33154 Lp_sg2 - human lung tissue Togus
027 21 Kingmed-036 Lp_sgl - surface water in 2006 Guangzhou
o] 028 38 Kingmed-074 Lp_sg6 - surface water in 2006 Guangzhou
029 34 Kingmed-112 Lp_sg6 - surface water in 2006 Guangzhou
P 030 30 Kingmed-104 Lp_sgl 021 Lyon surface water in 2006 Guangzhou
031 41 Kingmed-052 Lp_sgl ~ surface water in 2006 Guangzhou
032 11 Kingmed-005 Lpsgl 012 Rome water tower in 2003 Xinhui
033 43 Kingmed-035 Lp_sg7-15 - surface water in 2006 Guangzhou
“—" meant no matching.
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AFLP groups were identified by a similarity index=80% dice coefficient.
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Fig.2 Dendrogram of AFLP, with a dice coefficient and UDPGA clustering of 43 L.pneumophila strains.
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Fig.3  Comparison of the AFLP patterns for Legionella
pneumophila between our lab and EWGLI’s. E1. EWGLI AFLP
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Analysis of Legionella pnumophlia isolated from Guangdong province by
amplified fragment length polymorphism protocol

Zhaohui Hu *, Pinghua Qu?, Yuanli Liut, Qingyi Zhu®"

(*Guangzhou Kingmed Center for Clinical Laboratory, Guangzhou 510330, China)
(*Guangzhou Center for Diseases Control and Prevention, Guangzhou 510080, China)

Abstract: [Objective] To analyze the genetic relationship and predominate genotypes among Legionella pneumophila
isolated from Guangdong province. [Methods] In total 43 Legionella pneumophila strains were genotyped according to
the amplified fragment length polymorphism protocol, and the obtained electropherograms were contrasted to the pub-
lished standard patterns of the European Working Group for Legionella Infections. [Results] In total 33 genotypes were
identified from those 43 Legionella, the discriminative index was 99.79%, and the Kingmed AFLP type no. 011 was pre-
dominate. In total 18 clusters were discriminated by 0.8 dice coefficient, and the Kingmed AFLP cluster D was predomi-
nate. By comparison, 7 respective genotypes had high similarity to the EWGLI AFLP type no. 001 Lugano, 002 Lugano,
012 Rome, 013 London, 014 London, 015 Dresden and 021 Lyon, and it also existed some potential new genotypes.
[Conclusion] The genetic polymorphism of Legionella pneumophila are diverse in the environmental water of Guangdong
province, and amplified fragment length polymorphism is one of the effective means for the research of molecular epide-
miology.
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