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JLF 22 5, £ W T6SS Bt pik 24 L 9K & X 5 1% 41 e
A M RS A, I K B M T Y T6SS B IE
W% HeLa 40t B A #1E" . Suarez 2 i
TR IIE R TN VerGl J e C iy VIP-2 454k
R WUBh & 1 ADP AZ WS S5 B i 15 4, B VIP-2
A% B s R DL | Hela 40 M 181 45 A JH T2

T6SS 5 Bl 4l B 12 A M £ 40 Bl , I e &0 1 32 3%
. Zheng' K B J T T6SS 25 #g 3k K 1 38 4l
T flEAE TG 5 R A KR A L, B8 98 B I X B £ A1) BT
% Wang ™S55k — 25 R B, T6SS 7 k3R il % 7 4
TG T X £ [ Rz 5 B bR 8 40 (EPC) B4R BRE AT P £k
YEF , EvpP 25 1A 5 9% B B9 5 I35 1k RS T80RS BRF P
R 3% 0P o Suarez' ™) 25 FY /N BV Sy J e 55 89 %
B, BRI T vasK F vasH J5 , /N BB AE TS R i R G BY
20% ¥ b THE] 100% ;17153 58 48 I, /I8 B A7 16 %6 X
T 50% Fi A, Schell ™ 25 % LK W AT B 22 3K 1)
B AN 7B /R TE G TR Hep 25 11 (BMAAO742) REHE AR
A B I3 U0, 2 B Hep 580 19 28 1 7F
JEL A1 5 8 R 8 TG TR R P R e rh 47 3 T R B

AR S 250 1 A WA B T & B A I I
NG P AETE P2 T6SS, 43 B F Y e fi T Ange fafk
I b, X T6SS = 1 45 Ky B 11 3 [ iemF 0% Kk
P, T6SST [y 45 ¥y 55 11 3 N iemF1 L2 Ifi PR 4B E 1Y
HE (90, 9% ) B W 3w T IR 3 B AR (25.0% )
HER T6SST 1] RE 5wl v 1t 9 B 9 B0 140 5 o
3.3 T6SS By H fh 1y &k

FEZ AT BEFE T, TOSS s PR BUw M A OC . H
JEELTE XA 0 A AE 1/ I R G T REARS HE
U B R EOR W AR 2 KA T B b R 4R
PR KT TR A 0 4 BB 11 T K 68 I v ) 7 SRR
R REME RN 5 B AR IE SR A A
6] F) A B DM AR S 4 0

Parsons and Heffron' ' % ¥ T6SS 7 R FE V1]
FC B Hh B B 7 40 B T I I 40 1 5 A 4, AT
4 BT E 3 I3 40 v K U7 TG o BERE B Y T6SS
SR A X /N B L B2 40 B F R B T AN Ak 1
S ELRERE (R A M L Bz 20 M - 78 45 i 9 1 SR 4 18
Z PR B T6SS 45 50 40 B EOW Mk i 11 . AE 4R
SECREE bt H1-T6SS 23 i (W 2K [ Tse2 HAT #
AR BE T AR 0% 10 A S B0 T A A T e
AR E R,

4 T6SS #yif &

T6SS 13X L& 1 fis 57 AR 2 I 42 Ll 5w, b 4n
iR AL = S RN T VAN 2 S R T K
ZG WEHEPE o BT R T PE /N RNAs 200 i
T6SS Je A K v T4 1 8 1 5% 9, 7] BB 23l i /K
VBRI, T6SS By I 2 HLHI T GE 5 4
W E A BB IR .

T6SS J& B i AT fE AL 76 Ak AR A | 3 3w 192 1k
Bl A [5) 30 J 45 4 455 B I 1 IR R B R i AR
T ] 2 A1 BRL B AT TP s A — P I R W R LA H g 6%
P T6SS Bl G Y Hep B40 0™, ] #4 WF 52
F21]  H-T6SS {40 % il Hepl 40 i35 %1 PpkA (2 &
-7 AW EG) = 5, M 2 & -7 2 18w 1R 1
PppA X} PpkA (3G LA il H. X HE @
i EH T Fhal 2 (B Xk 45 & % 1 (Forkhead-
associated , FHA ) 45 #4535 %} H-T6SS 7= A= 1% It 48 2 1)
YERT . T & B A M & B728a B BRFEE K240 A — A
29.9 kb WEEHE, S HE 2 DI M4 E 19 T6SS H
AR R M, H Hep 9 45 W A7 #8 T clpV ( AT AE 4 74
ATP fEFE R M) 7 I WA 5 5 G
RetS fil LadS [ 09 8 (A, A5 T & 18 S M 5§ T6SS
FYH 1 (Hep. iemF ) %3k (19 94 4%, RetS fit i 2
T6SS, MM LadS iy i 4% 4/ H . 1M B {18 T3SS 1y
PEEAE I IEGF A o 2 RLIRER O1 T #k Hep By ik
3 3152 B A% ON 98 1 35 1 HapR Al LuxO 1y 1F 4 22
MR, I B 5 o™ 7l cAMP-CRP ™ SCIH Y
24257, Khajanchi 25" 3 , N-Jif 5t 85 22 %
M2 P T ( AHL) A 5 06 B A B 0, 2 4 3 5 9 15 T6SS |
4 B B 1T A P A A ) e T T B, DA TR R i 1B
KA EE ST o

M2, T6SS FF 5 22 [C B M B rh & 4 AR
R HEAEAS R 4 1 o A AN TR . R
FLAE AL Dy B R0 45 A5 0 % iR i R ADE ST Y TR
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Abstract;: Type VI secretion system (T6SS) is a newly found secretion system,which distributes widely in Gram-negative

bacteria. Tt consists of structural proteins ( constitute secretion system) , translocated proteins ( form transmembrane pipe

structure ) , secretory proteins and a few auxiliary function proteins for secretion systems.

T6SS can enhance the

adaptability of bacteria on the environment,mediate pathogenicity to host cells and has some other functions.
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