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F 1. @SR ERAR ATCC 19606 B EFH
Table 1. Antimicrobial susceptibility profile of Acinetobacter baumannii ATCC 19606

Antibiotic classes Antibiotic drugs abbreviation MIC (pg/mL) S/I/R (pg/mL)
Kanamycin KAN 16 S (16/32/64)
Aminoglycoside Tobramycin TOB 4 S (4/8/16)
Amikacin AMK 16 S (16/32/64)
Carbapenems Imipenem IMP 4 S (4/8/16)
. Ciprofloxacin CIP 0.5 S (1/2/4)
Fluoroquinolones .
Levofloxacin LEV 0. 125 S (2/4/8)
Cefotaxime CTX 16 1(8/16 —-32/64)
Extended- Ceftriaxone CTR 16 1(8/16 -32/64)
spectrum cephalosporins Ceftazidime CAZ 4 S (8/16/32)
Cefepime CPM 32 R (8/16/32)
Polymyxins Polymyxin B PB 2 S (2/-/4)
tetracyclines Tetracycline TET 1 S (4/8/16)
Penicillins Ampicillin AMP 64 R (16/32/64)

S, susceptible; I, intermediate; R, resistant.
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Figure 1. Killing kinetics of ATCC 19606 exposed to different antibiotics. Exponential ( A) or stationary (B) grown ATCC 19606 was treated

with 50 x MIC of indicated antibiotics over time. The limit of detection was defined as 100 CFU/mL throughout all killing experiments. The lower

bacterial numbers were considered as not detectable. Standard deviation is shown for three replicates.
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Figure 2. Killing of A. baumannii ATCC 19606 by varying concentrations of drugs(5 x .10 x .20 x .50 x MIC). The lower bacterial numbers
were considered as not detectable. Standard deviation is shown for three replicates. A; TET; B: IMP; C. CIP; D: TOB; E. CAZ; F. PB.
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TA REG: .78 721 FRE R, 714 $k(99% ) Y& 1t
R, % TA R GAR 1T BEAE ] S A S AT e 15 B8
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Figure 3. Cluster analysis of type II TA system in 721 A. baumannii.
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Figure 4. Distribution of TA loci in 721 A. baumanii.
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Figure 5. Occurrence of 5 functional type II TA systems in 44

clinical MDR A. baumannii isolates.
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Figure 6. The different expression of five type II TA system in A.

baumannii ( non-persister) and the persister of A. baumannii.
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Characteristics of persister cells and the diversity of type
II toxin - antitoxin system in Acinetobacter baumannii

Yanan Ma'?, Yuying Zhu’, Weicheng Li*, Fei Liu*, Na Lv’, Jing Li’, Baoli Zhu®" ,

Yongfei Hu®"
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Abstract ;[ Objective | To study the biological features of the Acinetobacter baumannii persisters and the correlation
between Type II toxin-antitoxin systems ( TAs) and the persisters. | Methods | Different antibiotics were used to isolate
the persisters; BLAST programs were adopted to analyze candidate TAs; PCR was used to detect the distribution of TAs.
[ Results ] The number of persisters was different when treated by different antibiotics. For most antibiotics, the higher the
concentration used, the lower the persister number was obtained. Persister numbers in exponential phase populations were
lower than that in stationary phase. Polymyxin B and tobramycin could kill persisters. [ Conclusion ] The persistence level
of A. baumannii is related to the growth state of the strains, the class and concentration of antibiotics.
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