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Figure 1. Model of lipid transportation, storage and release in AM fungi'*". IRM: intraradical mycelium; ERM:
extraradical mycelium; TAG: triacylglycerol; FA: fatty acid; DAG: diacylglycerol; PA: phosphatidic acid; PC:
phosphatidylcholine; PI: phosphatidylinositol; PG: phosphatidyl glycerol; PS: phosphatidylserine; PE: phosphatidyl
ethanolamine; CDP-DAG: cardiolipin-diacylglycerol.
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Figure 2. Model of MAPKs signal transduction in AM fungi-Glycine max symbiont on the condition of drought
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Response of arbuscular mycorrhizal fungal lipid metabolism to
symbiotic signals in mycorrhiza
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Abstract: Arbuscular mycorrhizal (AM) fungi play an important role in energy flow and nutrient cycling, besides their wide
distribution in the cosystem. With a long co-evolution, AM fungi and host plant have formed a symbiotic relationship, and
fungal lipid metabolism may be the key point to find the symbiotic mechanism in arbusculart mycorrhiza. Here, we
reviewed the most recent progress on the interaction between AM fungal lipid metabolism and symbiotic signaling
networks, especially the response of AM fungal lipid metabolism to symbiotic signals. Furthermore, we discussed the
response of AM fungal lipid storage and release to symbiotic or non-symbiotic status, and the correlation between fungal
lipid metabolism and nutrient transfer in mycorrhiza. In addition, we explored the feedback of the lipolysis process to
molecular signals during the establishment of symbiosis, and the corresponding material conversion and energy metabolism
besides the crosstalk of fungal lipid metabolism and signaling networks. This review will help understand symbiotic

mechanism of arbuscular mycorrhiza fungi and further application in ecosystem.
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