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Figure 1.

Different classes of autoinducers™?. The figure shows three classes of molecules used as autoinducers.

A: Representative acyl-homoserine lactone autoinducers used by Gram-negative bacteria; B: Representative
oligopeptide autoinducers used by Gram-positive bacteria; C: The general structure of the 3(2H) class of furanones.

A 3(2H)-furanone is suspected to be the LuxS-dependent autoinducer called Al-2. *

Sign on the Bacillus subtilis

ComX oligopeptide autoinducer represents a modification of unknown structure.
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Al-2 synthesis pathway
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Figure 3. The Al-2/LuxS quorum sensing systemlz“]. Quorum sensing system of V. harveyi in low (A) and high
cell density (B), respectively. H, D and HTH denote histidine, aspartate and helix-turn-helix, respectively. The “P”
in the circle indicates phosphorylation in signal transduction. Phosphate flow in the forward direction goes from
histidine (H1) to aspartate (D1) to histidine (H2) to aspartate (D2). Al-1 and Al-2 are depicted as triangles and

pentagons, respectively.
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Progress in research on quorum sensing and intestinal biofilm
formation of Lactobacillus
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Abstract: The intestine is a complicated microenvironment and hosts a large and complex flora of microorganisms,
which plays an important role in host gut health. Quorum sensing is an important mechanism of information
transmission among bacteria through chemical signal molecules. This article reviews the composition of quorum
sensing system, signal transduction mechanism and the regulation of intestinal biofilm formation by Al-2/LuxS
quorum sensing system. This review introduces the lactic acid bacteria Al-2/LuxS quorum sensing system and its
role in the regulation of biofilm formation in intestine. The review will evoke new ideas for renovation of intestinal
barrier function and intestinal health regulation.
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