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Figure 1. Different virions morpholog in edible
fungi. A: Spherical; B: Linear; C: Rod shape; D:
Phage.
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*1 BEHREmRSHIRE
Tablel. Partial reports of edible fungi viruses
Edl_ble fung Virus name Nucleic acid Virion shape Diameter Years References
variety type
Agricus LaFranceisometric virus dsRNA Spherical 25nmand 34 nm-36 1962 [29][40]
bisporus (L1v) multipartite nm 1992
Mushroom VirusX (MVX) dsRNA / / 2000 [41-42]
multipartite 2003
Mushroom Bacilliform +ssRNA Rod shape 19x50 nm 1999 [43]
Virus (MBV) monopartite
Agricus bisporusl (AbVl) / Spherical / 2017 [44]
Lentinula Polyhedral virus dsRNA Spherical 25nm 1977 [20]
edodes 30 nm
39 nm
Isometric globular SSRNA Spherical 34 nm 1992 [21,45]
globular virus
Phage virus / Has an icosahedral head ()40 nm 2005 [18]
with a smooth surface @diameter~5 nm,
alonger tail sheath, and. long 100 nm
the tail and tail of the tail
sheath can be found.
Lentinula edodes dsRNA Rod shape 20 nmx(100-200) nm 2010 [16]
baculovirus
Lentinula edodes dsRNA Linear 3539 nm 2012 [17]
mycovirus HKB (LeV) monopartite
Lentinula edodes dsRNA Spherical 55 nm 2013 [22]
Spherical Virus (LeSV) monopartite
Lentinula edodes dsRNA / 34 nm 2017 [46]
Partitivirusl (LePV1)
Pleurotus Oyster Mushroom ssRNA Spherical 27 nm 2003 [47]
ostreatus Spherical Virus (OMSV)  monopartite
Oyster Mushroom dsRNA Spherical 34 nm 2004 [48]
Isometric Virus I and Il
(OMIV T and OMIV II)
Oyster Mushroom dsRNA Spherical 43 nm 2006 [49]
Isometric Virus
Pleurotus ostreatus Virus ~ dsRNA Spherical 33nm 2008 [50]
strain Shin-Nong
(PoV-SN)
Pleurotus ostreatus Virusl dsRNA Spherical 28-30 nm 2005 [10]
(PoV1)
Pleurotus ostreatus dsRN A Spherical 23 nm 1986 [51,52]
Spherical Virus (PoSV) monopartite 2010
Pleurotus eryngii ssRNA Spherical 31nm 2007 [53]
Spherical Virus (PeSV) monopartite
Flammulina  @OFVBV dsRNA (DSpherical @25 nm 1999 [30,54]
filiformis @FvIV @Spherical ®50 nm 2010
(154E)
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(B3 1)
\olvariella Isometric virus dsRNA Spherical 35nm 1988 [55]
volvacer
Boletus edulis  / dsRNA Spherical 30-34 nm 2013 [14]
Wolffiporia / dsRNA (DSpherical 130 nm 1982 [56-57]
cocos @Rod shape (2)23-28%230-400 nm 2007
and 10x90-180 nm

Tremella /- / / 33nm 1982 [31,56]
fuciformis 1991
Pleurotus / dsRNA Spherical 30 nm 1988 [58]
sajor-caju
Agrocybe / dsRNA Spherical 26 nm 1990 [26]
aegerita
Tuber Tuber aestivum Virus 1 dsRNA / / 2010 [59]
aestivum (Tavl)

Tuber aestivum Endorna  dsRNA / / 2011 [60]

Virus (TaEV)

Tuber aestivum Mitovirus ssRNA / / 2011 [61]

(TaMV)
Tuber Tuber excavatum / / / 2012 [62]
excavatum Mitovirus (TeMV)
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Abstract: Mycoviruses (viruses of fungi) are one of the most important pathogens of edible fungi and cause
significant losses in many mushroom production systems. Mycoviruses induce various response in mushrooms,
often producing latent or no obvious symptoms that can lead to significant production losses. Research on viral
diseases of edible fungi has increased significantly due to the economic importance as a result of production loses
and potential application of mycovirus in plant disease management. Therefore, this paper aims to review the
structure and classification of mycovirus, symptom expression and disease severity, mode of transmission, detection
methods and techniques for eliminating and producing virus free spawns for mushroom cultivation, and suggest
future research needs for sustainable management of mushroom viral diseases.
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