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Figure 2. Repair of hypoxanthine in DNA mediated by EndoQ and EndoV. Endo: Endonuclease; Hel: Helicase;

Pol: Polymerase; Lig: Ligase.
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Resear ch progress of hyperthermophilic archaeal DNA repair
endonucleases

Yuting Li, Haogiang Shi, Likui Zhang'

Marine Science & Technology Institute, Department of Environmental Science and Engineering, Yangzhou University,
Yangzhou 225127, Jiangsu Province, China

Abstract: Hyperthermophilic archaea are facing severe challenges due to their high temperature environment.
Therefore, how to maintain genomic stability of hyperthermophilic archaea is one of the most important scientific
questions in this field. Hyperthermophilic archaea have similar spontaneous mutation frequencies to mesophilic
microorganisms, suggesting that they have a more efficient DNA repair system than mesophilic microorganisms to
repair genomic DNA damage caused by high temperature. At present, the molecular mechanism of DNA repair of
hyperthermophilic archaeais still unclear. Endonucleases play an important rolein the DNA repair pathway. Genomic
sequences show that hyperthermophilic archaea encode a few DNA repair endonucl eases, however, the research on
them is still in an early stage. In this paper, we reviewed the research progress of hyperthermophilic archaeal DNA
repair endonucleases, including NucS, EndoV, EndoQ, XPF and Hjc. We also proposed future studies.
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