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Antibiotic resistance and blaxpy transmission characteristics
of bacteria from turtle farms in Zhejiang Province

ZHANG Qi, LI Sisi, ZHANG Zhangsheng, SUN Yun, CHU Shanshan, SHEN Tao,
CHENG Moran, HAN Jianzhong, QU Daofeng

School of Food Science and Biotechnology, Zhejiang Gongshang University, Hangzhou 310018, Zhejiang, China

Abstract: [Objective] To investigate the antibiotic resistance profiles, resistance genes, and
blaxpm transmission characteristics of bacterial isolates from six turtle farms in two regions
(three in Lanxi (LX) and three in Xiaoshan (XS)) of Zhejiang Province. [Methods] Bacterial
strains were identified by 16S rRNA gene sequencing. The Kirby-Bauer method was employed
to examine the antibiotic susceptibility of isolated bacteria. PCR was employed to detect
resistance genes carried by the isolated bacteria. Conjugation transfer experiments were
conducted to obtain blaxpy-carrying plasmids, and the conjugation frequency was analyzed to
assess the transfer capabilities of bacterial donors. Additionally, the modified Carba NP test,
plasmid replicon typing, and minimum inhibitory concentration determination were carried out
to evaluate the transmission of blaxpy-carrying plasmids among bacteria. [Results] A total of
244 bacterial strains were isolated, with similar distribution between the two regions and
Enterobacteriaceae being dominant. PCR amplification of integrons revealed various
resistance genes, including those conferring resistance to aminoglycosides and trimethoprim.
We identified numerous resistant bacteria capable of integrating additional exogenous
resistance genes. All the isolated strains exhibited resistance to at least one antibiotic, with
some displaying resistance to carbapenems. PCR detection of resistance genes indicated the
dissemination of carbapenem resistance genes within some farms. This study confirmed the
presence of blaypy on plasmids capable of inter-bacterial transmission. Moreover, the farms in
LX exhibited significantly higher conjugation frequency of blaxpm-carrying plasmids than the
farms in XS. [Conclusion] Antibiotic resistance of bacteria in aquaculture environments is becoming
increasingly serious. The carbapenem resistance gene blaypy has spread within turtle farms.
Keywords: turtle farms; antibiotic resistance; antibiotic resistance genes; blaxpm; transmission
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FR/SHl; PCR 5[#). DL2000 DNA Marker 5
S0xTAE ZZ i 340 B A= T A T AR (L) By
AR/ F]; 2xTaqg PCR Master Mix, 10 mg/mL
T Z B F BBI AR Blp B W
1.2 EMHIBEETE

fiiFH 16S tTRNA J RN 5 5 AR X 4325 iR i A
Yrkt T s e
1.3 ZAHHRE

FERTIN N 1 244 PRTFHE IR 2020 4F1Im RS2 55
% bR UEAL 1323 (Clinical and Laboratory Standards
Institute 2020, CLSI 2020)"H 4% 25 A [l H fh N 1%
fu i #i BE 25 (minimum  inhibitory concentration,
MIC)FRfE, SZI6 Bl i B RE 25172 CLSI 2020
H G R o 27 S [ B AR 1) R TR A 28 1 R X
B AR AT S . Hr P 2RO G iR AR
B A RIS Y B R IR 25 SO 6 GRS B a5 B
BARESA TR . 456 TR T T 2, It
WP 25 P A USRI
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R K-B L T2 ORK, AT AR B3R
W I AN B T 24 2 700 L RO G TR SR v R R
RABPUA R (RS E  BAES . i
F. RERLE. WHFRI), DUKMZRA S
R R R B IUAE R, T 6 bk
Ko BHCHR[19-26]GE , HEHE T 29 P2y
RN, FEZIAE TAEY TR B A PR
RIS, W, @it PCR 1575740
] F TR 24 35 DX A A7 A R O
1.5 BEFRERZKEN

H T WA T AE TR T 2 3L DAL 3%
PIFERT, RGO P06 A X519,
RIS | IS AIEE G 7R85 1 intl1, intl2
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PESCHk[27-29], Wit TG FHEEEGM519,
HAARMFEEILFE 1, PCR N ARZR(50 uL): 2xTaq
PCR Master Mix 25 pL, k. F#E3l W
(10 umol/L)# 1 pL, DNA ##g 5 uL, ddH,0
18 uLo PCR S 4514 : 95 °CHAEME 5 min; 95 °C
R 30 s, X GIYIR KR BERRZE 40 s, 72 °CHE
fi 30 s (BEHE N 250 bp P44 7 B, A AT [E]
BN 15 s), 30 PMEER ; 72 CCALEfH 10 min; 4 °C
it . BRIFASHE, S TE PCR 973 )l
DL2000 DNA Marker 5 uL ¥E17 1.5%B i LI
HLYK, HLIKSME N ELE 120 V, BFE] 30 min, K
PCR ¥4 HH &1 & PCR IR [al
W, k24 TAY TR B A RS /T
WY o AR 5T PR, IF 1% % NCBI
4T BLAST Fbx, 6 S R G b A itk — 25 o #r -
1.6 EEHEBIR

J T VAL H AR B R AT 2536 blapm 2 7
FEET HA K TALIE R T 5 88 ik |, 9F
W HE R AR . e blanpw B FREAE M 13
KB, TR EC600 WIME K2k, HA
LT 5 AE (0 TR Bk AT DB o o TR RS ok . xt
LB R BB PCR I 1wl 4610 2 i} 25
JEIH blaxpm; 16S rRNA FE R B b4 552 K
—; ESHA 8 pg/mL EXZHFEA 2.5 mg/mL
FIfEF-H MH WA B S, REAETE iR
MR
1 BEFTREEFEREZSY

1.7 s/MIERENE

R T B UE G R R 24 SRR TR 24 35
HIEERS T , Fi IR CLSI 2020 FY 24 Py ae il 2
PR, SR FHRE PR R B I (A TR | A2 AR TR
G T 2P iU .
1.8 PR Carba NP Z#tkE S HEgLEE

PSS Carba NP E 78256, DIAGINAE A
W SRR T Rl AR HAA:
PEUTRP. 44 20 pL AR BRI B B A R 2
3mLMH W7, 78 37°C. 200 /min F355% 12-18 h,,
Hrp, 774 A BERIXT B ATCC BAA-1705, 774
B X IR N ATCC BAA-2146, K5, ¥ Bk
T 1:100 PAFR ELE 253 100 mL MH %
HE TR (IR R 2 5 A 200 pg/mL 20K
HR M MH W), HEIEW ODe 294 1.0, 42
Tk, WHT mL RS E] EP &, 4 °C.
5 000xg 5.0 5 min, HEAEDE, 75 HER,
FFAA 1 mL pH 7.8 1) 2x10~ mol/L Tris-HCl {5
TFER, BG4 °C. 5 000xg 250> 5 min, KRS
Wi, ke B HEE R, Tn
F800 pL Tris-HCl HEIF IR, K TRATES TR
4, 4°CKUE, 100W, AR 20s [BfGSs, HE
WA G, St S, HEITE 4 °C. 5 000xg
B0 S min, BV SR PEREUNIR T ST
G, W 50 pL SIS TARR H, 1RA)
JEEHRAE 37 °CIFR 30 min, WIELHI (A5 4k,

Table 1 Primers of integron and gene cassettes
H i3 K 44 7 e 2l PHEKE
Objective gene Primer sequences (5'—3) Amplicon size (bp)
intl1 F: GGCTTCGTGATGCCTGCTT 149

R: CATTCCTGGCCGTGGTTCT
intl2 F: CACGGATATGCGACAAAAAGGT 789

R: GTAGCAAACGAGTGACGAAATG
intl3 F: GCCTCCGGCAGCGACTTTCAG 980

R: ACGGATCTGCCAAACCTGACT
RELGFERE hep58: TCATGGCTTGTTATGACTGT Variable
Class I integron hep59: GTAGGGCTTATTATGCACGC
G TR & hep51: GATGCCATCGCAAGTACGAG Variable

Class II integron

hep74: CGGGATCCCGGACGGCATGCACGATTTGTA
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1.9 ESTHERNESFIE

ZALAE TLEY) TRE( RO RS w145 AT
WG PCR 738, AT P F 4 SR A
Wil 1R BAE RIE L 2. RJ5#ET PCR 47

*2 BNERTFHESY
Table 2 Primers of plasmids typing

W, BRI ENE R R G T LS5 R 4 PCR
FEk F A T AR T AR IR B A PR w7
¥, BHF45 R FA4 2 PlasmidFinder #817 BLAST
FEXToAT, DA e sohi i 0 o 7.

& il 725 %I Replicon

5| Y73 Primer sequences (5'—3’)

P IR F Amplicon size (bp)

HI1

HI2

Il

LM

FIA

FIB

FIC

A/C

FIIs

FrepB

B/O

X1

X2

X3

X4

o]

GGAGCGATGGATTACTTCAGTAC

: TGCCGTTTCACCTCGTGAGTA
: TTTCTCCTGAGTCACCTGTTAACAC
: GGCTCACTACCGTTGTCATCCT

CGAAAGCCGGACGGCAGAA
TCGTCGTTCCGCCAAGTTCGT
GGATGAAAACTATCAGCATCTGAAG
CTGCAGGGGCGATTCTTTAGG
GTCTAACGAGCTTACCGAAG
GTTTCAACTCTGCCAAGTTC
CCATGCTGGTTCTAGAGAAGGTG
GTATATCCTTACTGGCTTCCGCAG
GGAGTTCTGACACACGATTTTCTG
CTCCCGTCGCTTCAGGGCATT
CCTAAGAACAACAAAGCCCCCG
GGTGCGCGGCATAGAACCGT
AATTCAAACAACACTGTGCAGCCTG
GCGAGAATGGACGATTACAAAACTTT
CTATGGCCCTGCAAACGCGCCAGAAA
TCACGCGCCAGGGCGCAGCC
GTGAACTGGCAGATGAGGAAGG
TTCTCCTCGTCGCCAAACTAGAT
GAGAACCAAAGACAAAGACCTGGA
ACGACAAACCTGAATTGCCTCCTT
TTGGCCTGTTTGTGCCTAAACCAT
CGTTGATTACACTTAGCTTTGGAC
CTGTCGTAAGCTGATGGC
CTCTGCCACAAACTTCAGC
TGATCGTTTAAGGAATTTTG
GAAGATCAGTCACACCATCC
GCGGTCCGGAAAGCCAGAAAAC
TCTTTCACGAGCCCGCCAAA
GCGGTCCGGAAAGCCAGAAAAC
TCTGCGTTCCGCCAAGTTCGA
GCTTAGACTTTGTTTTATCGTT
TAATGATCCTCAGCATGTGAT
GCGAAGAAATCAAAGAAGCTA
TGTTGAATGCCGTTCTTGTCCAG
GTTTTCTCCACGCCCTTGTTCA

: CTTTGTGCTTGGCTATCATAA
: AGCAAACAGGGAAAGGAGAAGACT
: TACCCCAAATCGTAACCTG

471

644

139

785

559

462

702

242

765

534

262

465

750

270

270

160

159

461

678

351

569
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hEI T R ERIARERE, W LX FEm g
FLEREE . SR, M FPEREHRECERE, 78 XS
FAHIEE T, BR[O B R A R i T
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e AR RO 8 AU A B AL T 32 b
2.2 THZAREE

ABFFE R EE 244 BRIH2Y HE AT T R
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HFREKMPUERITREG R ZE 255
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WRYZEM 2P, Nk 3. % 4 MK 2 PR, XS
TR, T2 2 E4EHAE 2R-TR (69 FR)FI
8R—13R (59 kk), 1A 10.5% (15 KRR 245
LY 14R-20R MY 251k s LX FRAEE, T
ZHRI L 8R-13R (42 #R)FI 14R—20R (35 ¥k) N
F A 23.8% (24 BR) AT 25 15 )& T 2R—TR %,
R A I 2515 L. UL R AR O R R
X ZFPHTAE R HCPTRE T, X AT RE SR TR
il A 25 e L HR B Pyl PR rh A B e T 1
S5, WFFREREN LX FRAH i 2 [ R o A

160 [ Enterococcus
140 Lactococcus
r [_1Staphylococcus
seudomonas

- I Pseud
£ 120 ] Psychrobacter
8 [ Aéromonas
% 100} 1 Acinetobacter
“ W Klebsiella pneumoniae
= 80 L] Enterobacteriaceae
X Citrobacter
S 60l L1 Morganellaceae
= Enterobacter
z [ Edwardsiella

N B
(=R -]
T T

<

XS LX

1 EMEESER
Figure 1 Identification result of bacteria.

Table 3 Multidrug-resistance of antibiotic resistant bacteria from various sample sources in XS

Drug resistance count  Bottom sludge  Pond water Turtle body Environmental soil Totality
2R / / 3 2 5
3R / 2 / 3 5
4R 5 2 / 6 13
5R 4 1 6 1 12
6R 3 2 5 4 14
7R 5 3 6 6 20
8R 2 4 10 11 27
9R 2 1 2 10 15
10R / / 1 1 2
1IR / / 1 / 1
12R 5 2 4 1 12
13R 2 / / / 2
14R 5 / 1 2 8
15R 5 / 2 / 7

/: The detected value is 0.

http://journals.im.ac.cn/actamicrocn
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F4 LXBHERREMAELZEMLHFR

Table 4 Multidrug-resistance of resistant strains from various sample sources in LX

Drug resistance count Bottom sludge  Pond water Turtle body Environmental soil Totality
2R / 1 / 1 2
3R / 1 / 1 2
4R / 1 2 1 4
SR / / 1 2 3
6R / 3 / 3 6
7R / 3 / 4 7
8R / 3 / / 3
9R / / 3 6 9
10R / 2 2 4 8
11IR 3 / 7 / 10
12R / / 2 / 2
13R 4 / 5 1 10
14R 5 1 1 3 10
I5R / / 2 2 4
16R / / 2 4 6
17R 3 / 3 / 6
18R 4 / / / 4
19R 3 / 1 / 4
20R 1 / / / 1

/: The detected value is 0.
A

=
-

e

EaNEUXS®
é§x§< ==
ZUEU v

B2 XS5 LXMWZHESEMHAERE

Figure 2 Heat map of multidrug-resistance of antibiotic resistant bacteria from XS and LX. A represents the
heatmap of XS, B represents the heatmap of LX. 2R—15R represents the number of antibiotic resistances
exhibited by the bacteria in question, where ‘2R’ indicates resistance to two types of antibiotics. After
performing Z-value analysis, the color intensity is indicative of expression levels: with red hues denoting higher
expression and blue hues denoting lower expression. AK: Amikacin; AMX: Amoxicillin; AT: Aztreonam; AZM:
Azithromycin; C: Chloramphenicol; CAZ: Ceftazidime; CIP: Ciprofloxacin; CZ: Cefazolin; E: Erythromycin;
ENR: Enrofloxacin; FOS: Fosfomycin; FOX: Cefoxitin, GM: Gentamicin; IPM: Imipenem; KAN: Kanamycin;
MEM: Meropenem; MI: Minocycline; OFX: Ofloxacin; OX: Oxacillin; PB: Polymyxin B; SIZ: Sulphafurazole;
STR: Streptomycin; SXT: Sulphamethoxazole; TE: Tetracycline; TMP: Trimethoprim.
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Figure 3 Comparison of antibiotic resistance rate
between antibiotic resistant bacteria from XS and
LX. * indicates a significant difference (P<0.05).
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Figure 4 Comparison of detection rate of antibiotic
resistance genes between antibiotic resistant bacteria
from XS and LX. * indicates a significant difference
(P<0.05).
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HIT AT 25 3L R P8 FE aadAl-aadA22-aadA23
F1 dfrAl7-aadA5; LX FRFEIAH T 43 5 Fi 1
TR FIL R £ 7E LX FRAH AN 4 AR 2558
R T 1 I B SFREN G TERG T A
BRI EH, JAR L5 A0 T 24 5 R e o e
WP A R AR e R, HA 1
F 1 RIS TR A TR 2G 3L cml A6 (514 %
RKEPUER), MU 1 Fh 1B ST & 4 i
25 sat2 (BEXTEE R R BB R). AR
o A TG PH M R P S R SR A R
15.9% (32/201), Hrp T BUscCA 14 Bl PP B
(LR Bk RN 19.6%, 1T RIS T A T BH
PETE LR A6 RN 16.7%, 1 HAK B4
FHE T BV AT 25 TR R 3R A5 PCR 738774

x5 MAEDPESTFEREMNREER

90

B xs
B LX

Detection rate (%)

intll intl2
Types of integrases

5 LXHXS WARMNESFESHIGHE
Figure 5 Detection rate of integron integrase
between antibiotic resistant bacteria from XS and
LX. * indicates a significant difference (P<0.05).

Table 5 Detection of integron gene cassette in antibiotic resistant bacteria

Genotype Drug resistance type Source of strain Number of bacterial strains
Class I integron
aadAl-aadA22-aadA23 Aminoglycosides XS farm B 2
LX farm B 3
aac3-ld-aadA7 Aminoglycosides LX farm C 4
aadAl-aadA2-dfr Al-dfr A12-dfr A15 Aminoglycosides-trimethoprim LX farm C 3
aadB-aadAl-cml A6 Aminoglycosides-chloramphenicol LX farm C 5
dfrAl7-aadA5 Trimethoprim-aminoglycosides XS farm A 4
XS farm C 4
LX farm B 3
Class II integron
dfrAl-sat2-aadAl Trimethoprim-streptomycin-aminoglycosides LX farm A 2

LX farm C 2

25 EEEBIEER

FEARWFZE T, 6 bk AR A HRIIE R T HiSL 5
TR, IF R S G R RS IR IR R T
7 blaxpm FHEEFTRIEE G T & BbR AR
SRR IIENE 6, XS BRI EES IR N
107*-107° Z[], 1 LX 4Bk EEG AR5 7
107, ARG ERY LX 2 EMRNES KR
it f1 B EI T XS B RR(P<0.05).,

P4 actamicro@im.ac.cn, & 010-64807516

2.6 MR Carba NP SEENERS SHEEERIER

MR Carba NP Aa % ™ il 45 5L UL 6.,
gEILRI, SZIKTE EC600 L A58 kg
T REEHEEEE T, 6 MRELARE A 6 MRiES
T4 B Rk B

8 3 ol TRV s T T TEA T A B R A7
R IAFF I EC600 TEH:4 15 (19 25 ) Utk AR
b, G55 7 R A TG MR G SE S
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FERTEN Y B- NI Hi AR 2 10 245 W Uk 3
KHETHRAS , USRS Mt 24, UEB blaxpm FH
PERUR S I b2 5 B 2R EC600 H. it
Ah, XS 43 BERRIEES AU R B2 E EC600
Xof i filg PP BE R | POR R R | BT 47255 2 AR %S
22 YU BB A R 2 X e AR R
(1) 245 P AU A A AT BB i T B S B 1 STk
P T AR 2556 R o BeAh, fHfA bR 1
R BEEAS B 25 ) BUBPE TS L5 K-B 152)
HOAI A 25 SR — 2L
27 EETHIRAEHFHE

X} 6 MR A T AT T R 71 PCR §7
W, BEfEXS AT T, PR AR R
PlasmidFinder #1740 8. o Args R EIR,
XS 4 B Bk A T XS210704-EC600
XS210741-EC600 F1 XS210755-EC600 FIr#E1 f)
JERE A TN IncC Y, T LX 4r e kkis
4 T LX210744-EC600 . LX210756-EC600 FlI
LX210781-EC600 #4511 Bk & il 2 AU oy
IncX3 &I, B 57 22 B [A] — b X (426 F AT REHEAT
FETEIZE R blanom FHE R,
3 it

AWFFEE T 16S rRNA LK EL LI T
13 Fipg)E, o 2 AR [ JE e 3R 5 b i 3
FHA . K-B 25805 R, B A 2
XA R R 25 X — S5 R T R

& 6 blaxpw FHMEERMZESEBIER

Table 6 Conjugation of blaypy positive strains

b F K SR v K 9 B R SR L
AR RPN WA BRIERE, WK TS5 e
Hh TR 24 BRI Ol B o B, Hi 2R K 2 m T
b SHe T B AR R 1) T 24155 D 2 R A b i 75
Yo o X AT RE A F T EE 76 TG o oo S it i TS
Yo, R BT 24 B R AR AS TR AS e . R
PP g tE AR ALK SR, RIS R
HH P T 2405 D00 )RR 7 B K S 8 SR R I b RS V5 T
J2 77 W Y v B R (Y 2 R R 2 35 D ) i A
J2E:, DRI SH 5 B YA T s 1 T 25 T R 245 5 R
L%

it L A Al B AR R AT 25 R R B, LX 3%
WSbR TR RSN, XTHA 16 Fhbik KT
RYBERT XS 7% (P<0.05), R LX
SRR 2515 0 e XS FRIE A IR, R IL
LR IR P A A B AE 2 N 3R 5 4 PR 2%
fife FLT 2 1) R, ) AN A B TR A AR
DR AR B A R A 28, T R St 7
YA R i 2P I R G, e A
FAH S5 25 & R 06 R DL R S AR OGER T
WFFE MU L T2 , s it 245 A0 A5 B AR
A MTEE o B TRk 00 284 i Hoth b A R
T} 245 2% 55 HoAth K 7= A A 78 45 R — B, (H 2 b 1
K B. VUK A i T e A= R i 24 A7 6 2=
B HAh ZHH R B MM L HAB Y
FEXFEAR , 3% T e P g Ao v 2 E T %R

Sample number Sample source

Strain Conjugative transfer rate

XS210704 XS farm B bottom sludge
XS210741 XS farm B bottom sludge
XS210755 XS farm B turtle body
LX210744 LX farm C bottom sludge
LX210756 LX farm C turtle body
LX210781 LX farm C environmental soil

Escherichia coli
Edwardsiella

Escherichia coli
Escherichia coli
Escherichia coli
Escherichia coli

7.41x107 (0.001)
3.14x107* (0.000)
3.73x107* (0.002)
6.09x107 (0.001)
5.43x107 (0.000)
3.77x107 (0.001)
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Jue)sIsay Y ‘ererpaunraiy] : ‘ojqndoosng :g

S/v S/8 S/v S/ST0> S/1> S/0T> S/8 i S/iv> S/1> 00904
S/v S/91 S/v S/ST0> S/1> S/0T> U/9ST< A/9ST< A/TE< A/91< 0090d-18L01TXT
A/8TI< S/91 S/8 Ay A/91< S/0T> U/9ST< U/9ST< A/Te< A/91< I8LO1CX'T
S/ S/91 S/ S/ST 0> S/1> S/0T> U/9ST< A/9ST< A/TE< A/91< 0090d-9SL01TXT
/8TI< S/91 S/ qv A/91< A/0TE< U/9ST< U/9S5T< A/TE< A/91< 9SL0TTXT
S/ S/91 S/ S/ST 0> S/1> S/0T> U/9ST< A/9ST< A/TE< A/91< 0090d-vLOITX T
/8TI< S/91 S/8 S/S°0 A/91< A/0TE< U/9ST< U/9S5T< A/TE< A/91< PYLOTTXT
S/ A/8TI< A9 S/ST0> A/91< A/0TE< /9ST< U/9ST< A/P9< A/91< 009DH-SSLOTTSX
A/8TI< A/8TI< A9 qv A/91< A/0TE< U/9ST< A/9S5T< A/P9< A/91< SSLOTTSX
S/ A/8TI< A9 S/ST0> A/91< /0TE< A/9ST< U/9S5T< A/r9< /91< 009D4-1¥L01TSX
A/BTI< A/8TI< A9 qiv A/91< /0TE< A/9ST< U/9S5T< A/r9< A/91< IVLOTTSX
S/ A/8TI< q/Y9 S/ST0> A/91< /0Te< A/9ST< A/9ST< A/r9< /91< 0092d-0L01TSX
A/BTI< A/8TI< q/v9 qiv /91< /0TE< A/9ST< U/9S5T< A/r9< /91< Y0LOTTSX
JuIoAoeno], uroAweuey UDAWOIYPIZY Uuroexo[joidr) uIWRIUdD) ojozexoylowelng  uloiduy  ulorxowy dwipizeyo) wouadordpy
Fdehd  ERES  ERLM WY FRY X BT WhEE  WhATEl  ABE B3 urens [euojoeq

(Twy/3w) DI uonedn(uoos 193y pue a10joq AIqrdoosns [erqolorwyuy /£ d[qeL
W HE B O# L2
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I A TCC BAA-1705
N § ATCC BAA-2416
| XS210704
) | XS210704-EC600
B 5210741
b XS210741-EC600
& XS210755
XS210755-EC600

6 LR Carba NP 5045 R
Figure 6 Detection results of improved Carba NP.

KR 25 (1 B ) bl A9 45 v ¥ R I B G T 1Y
J&, LX FRI N0 B M BT AR Z A 24 38 55
HABBI T G =4 BSRANBIF IR AN S T 5 Rk
HEHEMZGEEN, (AU T 6 #& blaxpw A
PRI 25T, X 50k R S BTAE 2 iy R A 24 %
FHZER K, AT REAEAEHAARA I A8 )3 B-
T e 218 i 24 6 IR e 75 2 M IS T 24 6 1R . 4T
HREEIAE R 25 3H blaow AR 145
TR, B T B S 24 L D ZE R A 1 R 5 3
LG4k, X APiAd R AR LT %58, K
WA G R 2 K,
HRTC &AM T 6 FliE &AL (HL 1A
11 BN 1T BV G 1 S 25 R R AR R A OC . A
A EN Y H A TR T A A, IF HAG
)T 245 56 DR 3 S G M SIS R Y A g i e
K23, H5erimrssas L, &4
T DR G A (R T 24 L R 2R T SR B, AE M SR
R T ke b 4 ) 2 O T S A R AR e
EARPTAE R o HAs 2 D537 10 S TR ke
AR RRECR Z B, LX FRAEIKG H T 430
5 1 RS TR 1 R 1RSI XS FRAE
YRR T 2 Bl 1 BV E T, KB LX FREHH
Tiif 245155 O v RE B AR IBAN, SRR A RH
PRI AR PR A HY 20 15.9% (32/201), Ui IAATE
KRR E 8 A T A5 T 25T , B AT 3

B LX210744
| LX210744-EC600
| X210756

1@ 1.X210756-EC600

W £C600

DRI 20 Hh AT BB A7 16 28 A5 LAt i 24 3 DR A 2544 , DA
i1 32 ARAT B 2T 25 3 R o e /DN BT e B
RN, XS A FH IR 7454 blaxpm Jk,
WS T e fh A SRR 25 LK, i L
A F N2 RUSE AR 5 iz X A 3
HIL

HHT, blawpw i 24 55 P 78 T 545 1 i) 36
B BEBERAL AN R sz A, B R
I R AEAS R A0 R R 2 AR HE o I IR %S Wos
NI RAE & A0 B FNASEIN blaowm FHYEANES, &
R T I ST 24 JE DR A B 5 RN IX B v ) A7 A
FIAERE X FHiA F 251, blanom Znfd )
NDM [ REfE /K i 27l B-INBERESPiAE R, B4
BAREUASLAREER . FRREAY, £2
AR IR EE 2 T PCR ARG 1Y 5E blawpw
FEH, BN HAEA R A bR B AEAE AN AT, i
— B ESE T HGE i R A KA 4% L RT3 i ROk
WP FLLESr B, B8 TR b blanpw AIZ5H
AR, R TR E SO A S T 25 AL R AL
Hilo BRI, A [) H X FNER T o i e 75 B 4 25 i 24
DR BEPE TR AR A 75 5 RIVEE | DA S SE T R )
1ERE DR T i — 20 Y

4 Hip
5 5 4 2 R O AL 0 B
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FRRRL R, XS Al LX Bilh 6 ST
JE A TS AR, P 25 BRI X PUFR R | &R
PP R R BT AR RS AL G P AR R AT 2y
RN 24 KL A HH AR B o LX TR 24 T R 2 bt
Az ZR TS 25 SR 245 BE DA Y 5L XS o TBIIRTS
U6 2 e 3 e 37 v LA 24 P A 24 5 DR A i
I . SR, RS 15 B ks R A
DRl A R AG: H R Ud A 2 it 24 TR A7 e T S
HIMI T 24 56 R T 35 B 22 O AR SR o T 2
FEI blaypw FHPER) 6 B2 E kA blawpw A5
KX ] e A RS, 1 H LX 2Bk IncX3 B
R BRI T XS S BRI IncC B
K, FWIRI M IX 245 1 T REHE T [A] — IS LAY
blaxpw FAVEBTRL . #E7 blapy BURLE 12455
AT ACEAERE S blawow TEAFHEREE T2
1R F 2 A
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