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() HEAERNSBTRERER
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F R AR S AT F T AR B,
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MG, 751 %HIRsEBER BT HRIK,
W R AN 5.3kb, HiE HBR R .
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Table 1 Plasmid pXZ10145 restriciton

fragments
BHEE | WA % K BR A
Restriction | Restriciion | Size of fragments
endonuclease i sites (bp)
BamH | 1 5300
Pst] | i 5300
Sal ‘ 2 4100, 1200
EecoR [ z 4660, 640
BamH7J +Sal] 3 4000, 1200, 140
BamH7T +Pst] 2 4900, 400
Pst] +Sal] 3 3600, 1200, 500
EcoR ] +Pst] 3 | 3360, 1100, 640
EcoR] + BamH [ 5 1 3180, 1500, 640

Sall

pXZ10145

B L pXZ10145 5 Hi i B ] 0 P 41 88 PR 3%
Fig, 1 Restriction map of the plasmid
pXZ10145
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M2 pXZ34 FREay R pidhvs boms
Fig, 2 Restriction map of the plasmid
pX7Z34

AN ZERG. BEAESIT DNA EERE
AAE, TiE7 ELB i i 435 Fhr 844 5L
FRESHIEET, TR AR RET
MR DNA BRIt 4, EHESRT

K. HEHERTFENRES XBITRE
RIFEh R, ABREEARBTHETER W
BERBREEN, RITH pXZ10145 5
PBR322¥E4T TEEE , i X & PRI, FiBam
HI SR8 _Ffhmkr, AR T4 &8
Fe¥ERE, RIBITHE C600 fEh S E .

AR H LG BBAP MIT M E .
4T BT REMR & TR RN R 9,6kb Bk R
PXZ34, ZJFARHA BamH 1 B {# =4
ZAFBR, =R pXZ10145;5 H—4R
pBR322 (BRI -4 ). # pPXZ34HPstI
BB~ EA R B, BRI HBER
6.4kb, F—FrBEA3.2kb, XEBHTE
PXZ34JRHR FE A Pst I EEtIRLE. M
ZAPst T gt B AR/, TR EPXZ
101453 A pBR322[ R (B 2) , X—
R ETRRREERBITH P ES, IETE
ERNAEEZTERY, ARNAEEE
HRREMRE, RIi2y/ml HEESE.
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RESTRICTION ENDONUCLEASE MAP OF PLASMID
pXZ10145 IN CORYNEBACTERIUM GLUTAMICUM AND

THE CONSTRUCTION OF COMPOSITE PLASMID

Zheng Zhaoxin Ma Chuping Yan Weiyao He Peifu

Mao Yixiang Sun Wel
{Institute of Genetics, Fudan University, Shanghai)

Lei Zaozu 2Zhu Ping Wu Jufen
{Institute of Industrial Microbiology, Shanchai)

Some strains of Corynebacterium are main producing organisms in amino
acid fermentation, It is important to investigate the structure and function of
genes in relation to the amino acid biosynthetic processes, The study of the
plasmid of Corynebacterium will undoubtedly provide tools for the investigation
of structure and function of genes, and also be useful for the application of
genetics engineering techniques,

The plasmid of pXZ10145 has been isolated from one strain of Coryne-
bacterium glutamicum 1014,The plasmid pXZ16145 confers chloramphenicol re-
sistance, The size of pXZ10145 is 5.3kb as determined by means of electro-
phoresis on 1% agarose gel digested with BamH I ,The restriction endonucle-
ase map of plasmid pXZ 10145 was determined with BamH I ,PstI ,EcoR I ,
Sall, and double digested with BamHI +Sall, BamHI +Pstl, Pstl + Sal
I, EcoRI +Pstl, EcoRI +BamH I, Figure 1 shows the restriction map of
PXZ10145,

One composite plasmid has been constreted from plasmid pXZ10145 amd
pBR322, Joining plasmid pXZ10145 with pBR322 through their single BamH
1 sites resulted in the plasmid pXZ34, This plasmid was capable of replica-
tion in E, coli, expressed ampicillin resistance in E, coli and lower chloram-
phenicol resistance about 2r/ml,

Key words
Corynebacterium glutamicum; restriction endonuclease map;

composite plasmid; pBR322
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1. pXEL0 R E TRM S ME
Electronmicrograph of plasmid pXZ1c145

2, pXZ101455 $ 2 B 414 vy M MR S DNA Y BU Lk 40 47, B EDNAR B MR A B DNA R Hind [
Him ipBR332 B Rsa ] Wi 5 DNA R Befe A ER®
pXZ10145 digested with restriction endonucleases, Electrophorsis was for 3 h at 100 Vina 1%
agarose gel in Tris-NaAc buffer, Measurements were made using A-Hind fragments and pBR322-
Rsal fragments as a standard
1., BamHI; 2, Sall, 3, BamHI +Sall; 4, Pstl; 5, Pstl+BamHI; g, Sall +Psatl, 7. pBRs2e-
Rsal; g, ADNA-Hiad §

3, pXZ101455 B SR 5 A VINRSIE 15 DNA K B d 3k 43 7
pXZ10145 digested with restrietion endonucleases
1. pBR322-Rsal; 2, EcoRI+Pstl; 3, EcoRI+BamHI; 4. EcoRI

4, BERNpXZ34E BB N B R S DNA B B8 ik 5 47
Agarose gel electrophoresis of plasmid pXZ34 digested with restriction endonucleases
1. pXZ34-BamHI; 2, pXZ10145-BamHI, 3, pBR3z2-BamHI; 4, pXZ34-Pstl; 5, ADNA-Hind §
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WRkESE, BERBERITEPRZILEH R H 1
BEEMRESERGAR Plate 1
Zheng Zhaoxin et al,: Restriction endonuclease map of plasmid pXZ10145

in Corynebacterium glutamicum and the construction of composite plasmid
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