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2D PAGE COMPARISON OF IN VITRO TRANSLATION
PRODUCTS OF mRNAs FROM DIFFERENT
TISSUES OF SOYBEAN

Chen Degao Sun Wuliang Fan Yunliu
(Department of Molecular Biology, Biotechnology Research Center, Chinese
‘Academy of Agricultural Sciences, Beijing)

Undegrated Poly(A)Y*mRNA with biological activity were isolated from the
leaves, sceds, stems and roots of soybean, A high efficient translation system
was constructed from wheat germ, The differences bet+een four mRNA "popu.la—
tions were revealed by analysis of their wheat germ translation produéts on
two-dimensional isofocusing/SDS gel electrophcresis, and ‘some of tissue-specific
- and abundant protein spots for each of tissueerew found out by comparison of -
their 2D patterns,

The 2D pattern of seed mRNA translation products was markedly different
from that of other three tissues, Seven sced-specific protein spots were found in
the 58—66/6,0—7.0 region, Many similarities were present in the different tra-
nslation products of leaf, stem, and root mRNAsg, In leaf, spcl 26/8,4 was the
leaf-specific and most abundant protein, a group of four leal-speficic proteins
were in 52/6,0—6.8 region, and the spot 76/4.8 was much denser and larger
than corresponding spots in other tissue 2D patterns, These results have a impli-
cation in searching tissue-specific regulatory DNA sequences and engineering

tissue-specifically expressed transgenic plants,
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1, Wheat germ cell-free translation of soybean leai mRNA (lane a),seed mRNA(lane b),and
blank whout mRNA (lane ¢}

2—5, 2D PAGE sutoradingrams of 355-proteins im vifro translated by mRNAs from seed (2),
leaf{ 33, stem(4) and root{5)
Sincere arrow indicated protein spots only in one tissue
Hollow arrow indicated protein spots that are markedly denser then that of other three tissues

© PERFRMEMHARAATIKSHEST http journals. im. ac. cn



B S KEAFESmRNAGIRE #2D PAGE ik Eh T

Chen Degao et al,; 21D PAGE comparison of in vifro translation Plate I
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