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Fig,1 Electrophoresis analysis of PCR
amplified product :
1, ¢x 174 DNA-HaeX as merker
2, The PCR amplified product
of the reverse tramscript of
mRBNA from HL-60 cells
3. Control: the PCR amp lified
product of HL-80 cell mRNA
without reverse transcription
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4, Th_e segment amplified by PCR
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Fig,3 Slot blot analysis of MPO gene expre-
ssion in human leukemic cells AMI:
acute myeleid leukemia, which is clas-
sified into M;—M, according to FAB
criteria, ALL: acute lymphoid leukemia,
Same quantity of sample RNA hybri-
dized to B-actin probe, to demonsirate

activity and equal loading of mRNA
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Human Myeloperoxidase Gene cDNA Cloning and
Expression in Acute leukemia

Zhu Yuanxiao Lai Chunni Wapg jianan Ji Yanshan
Wang Huaichun Bai Yan
(Institute of Basic Medical Sciences, Beijing 100850}

In the study, human myeloperoxidase (MPQ) light chain and parti-
al of heavy chain gene cDNA segment was ‘moleculerly cloned with PCR
and other DNA recombinant techniques from HL-60 cells, The size of
cDNA cloned was 769bp, About 600bp of the cDNA segmeni was analy-

- sed by DNA sequencing and showed no any differences from that publi-
“shed before, The MPO ¢DNA was used as a probe to study MPO gene
expression in leukemic cells, Northern blot and slot blot analysis of '
RNA isolated from leukemic cell lines and blast cells of acule leukemia
showed that MPO genec expression correlated with myloid lineage and
might be serve as a marker for subclassification of acute leukemia,
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