A4 T 8 % § 92),107—112,1903
Chinese Journal of Biotechnalogy

HEA-45 ReYSRY B B 5 694 MF0 3 4

BxX¥ WBHEE REHE

hEE BEE Kk

CREVPLERRET R, X 100101)

FIEA. M. BSRYFEFHEF31Y, FAPCRY HASRYFEF], #HiF200bp Htks 5%
FEOY MR, REEYEHEER, B EANMPCH21, RATFASH.H SN RTWESRY
BRI g e, RERERKNE. B pCH21 DNA fE¥ET 5 R 2 H 4 DNA BBiEE g
%, BN THGRRELTRbRI R, r200bpl) PCRYT A B R 45 SRY HEFE.
R —X 5185 AL MIDNARE R, TR MR RE2000prI T &,

XA 94 SRYHME; PCRYH

WL Bl e R R B
WEXMERS N HRE. 19904
Andrew H, Sinclair# 1) 5k A B
SleeEXEE YRk L, AELRET
SR A SR B G AR X AHW R 35 kb Ay
EE A, HiE—PWET 1 % SRY
sex -determining region Y) HHRBF
Fl, PR AITIEESIRANELTE
B FTDF (testis-determining factor),
AW SRY &, K. 3, +. SiE K
SniFlaY Y el DEHEEE B F
Fl, srirtbER., BAMANYHEHSRY
R %], iFH SRY 57| & 5 /5
Byt R E BITR9TIETEIE S5 SRY
EEEEBREEFRTDE -,

R AL L —FE, FRPERIRR
RIS FAEETRAMBFS T, $8
Rl g A BlAS B, RIEHFAFD
M A, & B SRY Aoy, &
M PCRJT %, VMHERTHEAHRLY
SRY &4 5, HENEA4RS SRY FIR A
A B . ARTFRA B2 AR B o 4 2
FHSRYRBEET T T Eill.

© PEMZRBEDHARAEATIRSMIERT bhttp://journals.

N R~

(—) H&FkR

ARSEE R I R s S A AL LB AR
WG B AETE, 2k
M, fdigEsiEs ACDV Y, S R
2l #14% BRDNA,,

() $EFADNAKIZE

FFManiatis' 'V 2 EHH 2% B H
ZHDNAR T #TT . BDNABTFTERL
BKY, WERE, HTPCRY- R
B B,

(Z) 5l S &R

MIBESMA. K. B SRYER £ 5F
XFFlsitsly, HuERnpEsnEL .
S EABLE S DNAS R L&/, 3B
hafk,

(F) PCRE B

Seeeel iy B 9 PCR R 34 35 % PE-
-Cetusf= i, ¥ 38§ & A Bk A 3B 453

F LT 190245 4 A1s Ak,

Im. ac. cn



108 % I B E #K 9%

Y —wwe CGACTGATCAACGCA’!"]‘CA'I‘CGTGTGGTC

damagadtahind

thachabtchddd

TGAGAGGCACAAGTTGGCCCAGCAGAATCCCAGCATGCAAAATACAGAGA
TcAéAéééGbAAéATéé&TéTArAéAATC&éAéAATééGAAACTéAéAéA
téAshbatbbohbatbbbtbbackbhibbbbAahitbbbAAbteAbAcA

oy, W
CammChm
3m w3 -
G- -Q--

TCAGCALGCAGETRGGATGCAGGTGGAAAAGCCTTACAGAAGCCGAAAAA
TEAGCAAGCAGETGGGATACCAGTGGAAAATGCTTACTGAAGECGAAAAA
Ty T R T
TCAGCAAGEAGETGGCACACCAGTCEAAAATGEPTTCAGAAGATGAAAAA

AGGCCCTTTTTCCACCAGGCACAGAGATTGAAGATCCTACACAGAGAGAA
TééééA’i‘fl‘c’r'bééA(‘;é}\éé‘;éAéM AA}\ l 1 AC z\uGcéA i'GéAéAéAéAéAA
TééééATT&TTééAGéAéééGéAAAuACbGéAééééATééAéAAAéAéAA

GTGTE TCTCTT
ATACCCAAACTATARATATCAGCCTCATCGGAGGGCTAAAGTG Mouse Y
hridbohbrtitadetitionibiictitbindocomonté  tuman ¥
ATACCEGGACTACAAGTACAGALETESTAGGAAGETTAAAATC Rabit Y
TATGGGCCTAGGGTTC ---- 57

B o1 A, SR BUSRY S E R Ao K R0 H 3 8 A

Fig.1 Comparision of the highly conserved regicn of human, rabbit and
mouse SRY genes as well as the designed primer sequences
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Fig, ™ Electrophoresis map of digested
plasmid pCHz1 DNA
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Fig,s+ Sequence analysis of the ampilified fragment
and comparison with human SRY sequence
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Amplification and Analysis of a Male—specific

SRY Homologous Sequence of Cattle

Zhai Wenxue Chen Xiulan Wu Deguo Xu Jichen

Gao Yingtang Zhu Lihuang
(Institute of Genetics, Academiq Sinica, Beijing 100101)

Based on the highly ccnserved region of human, rabbit, mouse SRY
(sex-determining region Y) sequences, the primers were designed for the
amplification of the unknown homologous sequence of cattle by poly-
merase chain reaction (PCR), A 200bp male-specific amplifing rragment
was obtained, The fragment shares high homology with the known SRY
sequences and bas been proposed to be a sequence of bovine SRY gene,
By using tbe cloned fragment as a probe to hybridize t¢ the Southern
blot of Hind Il -digested cattle genomic DNA, a 1,7kb male-specific fra-
gment was detected, and which is considered to contain the 200bp frag-
ment. When the same pair of primers was used in amplification of bu-
man and goat DNA samples, the 200bp male-specific fragment was also
obtained,

Key words Cattle; SRY gene; PCR amplification
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