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Fig.1 Northern transfer hybridization of
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Fig.2 Autovadiogram of single stranded
cDNA synthesized from total RNA
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Agarose gel electrophoresis of Pstl

digested recombinant plasmid DNA
A.and I, ¢Xi74-Haell Digest:
B.pGLA1-Psil-digest, C.pGLA3-Pstl digest;
D.pGLAs-Pstl digest; E.pGLA¢-Pstl digest;
F.pGLA¢-Pstl digest; G.pGLA12-Pstl digest;
H.pBRs322-Pstl digest

H 3

Fig.s
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B o4 FHEBpGLASK [ H 8 E
Fig.4 Restriction endonuclease map of thc
recombinant plasmid pGLAs
A, Markers:2319,831,878bp;
B,Markers:3985,2670,1682,1545,1125,377bp,

CLAccl digest; D,BamHI digest; E.Bgll digest;
F Hind digest: G.Kpnl digest; H,Nrul digest;
I.Pstl digest; J.Pvull digest; K.Sall digest;
L.Bnol digest: M,Xmnl digest; N.¢Xt74-Hae]
digest
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Fig,5 Strategy employed to sequence the inserted fragment of recombinant plasmid pGLAS
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Synthesis,Cloning and Sequencing of Glucoamylase

cDNA from Aspergillus niger T21

Tang Guomin Xu Yanyi Gong Hui Zhopng Lichan Yang Kaiyu
(Institute of Microbiology, Academia Sinica, Beijing 100080)

Poly(A)RNA wes isolated from Aspergillus niger T21,a glucoamylase
overproducing strain and was used as template to syntbesize double str-
anded ¢DNA,A ¢DNA bank was then constructed,The E.coli transfor-
mants were screened for the glucoamylase ¢cDNA by in situ colony bhyb-
ridization with **P-labeled fragment of glucoamylase gene as probe, The
positive rate wzis 1.6%and 32% of the positive clones wera identified by
restriction analysis to carry the inserts of full length, 2,1kb, glucoa-
mylase cDNA Sedquence of the glucoamylase ¢cDNA was determined and
the result showed that the sequence of glucoamylase gene of the mutant
A,niger T21 was tha same with that reported previously.The high rate
of glucoamylase ¢DNA containing clones in the eDNA bank of strain T21
provided evidence of high steady state level of glucoamylase mENA in
mycelium of muitant T2i,Obviously,it is one of the major reasons for
the high glucoamylase]productivity of mutant T21.

Key words _dspergillus niger; glucoamylase; cDNA synthesis; sequencing:
mRNA level
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