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Fig.t The agarose gel electrophoresis
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Figz, The agarose gel electrophoresis
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Fig.3 The nucleotide and deduced amino acid segences of the pGC24 insert fragment (the
two primers are not included) and the comparison of sequences ‘with those of
BNYVV RNA:z (isolate F13)
From top to bottom: the amino acid sequence of the pGCz24 incert fragment, the
DNA sequence of the pGC24 insert fragment, the DNA sequence of the correspond
fragment of BNYVYV isolate Fi13 (the identical nucleotides are indicated with “+7 )
the aming acid sequence of BNYVV CP gene isolate Fya (the identical amino acids
are indicated with “«*),
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The Cloning and Sequencing of Coat Protein Gene

from Beet Necrotic Yellow Vein Virus

Yao Huajian Liu Yi Yu Jialin Cal Zbunan

Ao Guangmin Yang Lili
(National Laboratories for Agrobiotechnology, Beijing Agricultural
University, Beijing 1oo094)

The heet necrotic vellow veln virus (BNYVV) isolate NM was isol-
ated from sugarbeet infected with rhizomania in Inner Mongolia of China,
The ¢DNA of BNYVV coat protein (CP) gene was amplified from the
extracted RNA of BNYVV isclate NM by using the polymerase chain
reaction ( PCR ),and cloned into pGEM-7zf( +).Its complete nucleotide
sequence bas been determined by means of Sanger’s dideoxy-mediated
chain-termination method, The raesult shows that BNYVYV isolate NM CP
gene has 567nt. It shares 98,4%end 96,7 % identity with CP gene of isolate
F,, in terms of amino acid and nucleotide sequence respectively,

Key words Beet necrotic yellow vein virus;coat protein gene;sequence
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