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a review
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Abstract: Biofuel is in high demand as an alternative energy source for petroleum and diesel. Fatty acid-based biofuel has
higher energy density and better compatibility with existing infrastructures. Microbial fatty acid biosynthetic pathway is
important to develop biofuel. In this article, recent progresses on the modification and reconstruction of fatty acid metabolism for
the production of biofuel were reviewed, with a focus on micro-diesel, long chain fatty alcohol and alkane. Problems, solutions
and directions for further development of fatty acid-based biofuel were also discussed in the respect of synthetic biology.
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Fig. 3 The future aspects for enhancing fatty biofuel production.
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