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connection with the virulence of entomogenous fungi. Therefore, it is important to explore the relationship between the Prl
protease activity, the Prl gene expression and the virulence of different strains of entomogenous fungi. Specific peptide
substrate Suc-Ala-Ala-Pro-Phe-pNA and fluorogenic quantitative PCR were used for detecting Prl protease activity and Prl
gene expression, and the slope spray method was used for evaluating the virulence of the fungi on the Myzus persicae. The
results indicated that the linear regression equation of the Prl protease activity and the virulence of different strains were:
y=3.64x+0.62, R?=0.432. It was shown that there is a positive correlation between the Prl protease activity and virulence of
different strains. Moreover, the result of the multiple linear regression analysis between Prl protease activity, Prl gene
expression and the virulence of different strains was: y=0.236+10.833x,-0.039x, (x; represents Prl protease activity while x,
represents Prl gene expression), R?=0.568, which suggested that the raw data could be represented by a linear fitting equation.
The serial correlation coefficient was high (D-W was 2.444), indicating that Prl protease activity and Prl gene expression
have great effect on the virulence of the fungi. Additionally, VIF=12.705, which shows that moderate multiple collinear exists
between Prl protease activity and Prl gene expression. Therefore, Prl protease activity and Prl gene expression could be

recommended as important indicators for strain virulence selection.
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IfuPrl IfuPrl-F TCGTCAGTGGCGAGATTACC 278
IfuPri-R CCCGTGGGAGTCAAGTATCTAT
Elongation factor EF-1 CAATGTGGGCAGTGTGGCA 272
EF-2 TACCTTCGCTCCTTCCAACG
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Table 2 Virulence and Prl protease activity of tested strains

Isolates  Toxicity regression equation R® Mortality LTso Prl protease activety (U/mg)
Pf 904 y=0.218x-0.005 0.811 94.13+2.16 a 2.29 0.085 7+0.000 8 a
Pf 7606 y=0.207x-0.137 0.996 88.47+7.53 b 2.45 0.082 2+0.001 6 b
Pf 14 y=0.226x-0.106 0.933 82.36+3.48 ¢ 2.67 0.080 9+0.001 9 ¢
Pf 9606 y=0.204x-0.057 0.974 80.70+1.69 ¢ 2.67 0.081 5+0.000 6 ¢
Pf 941 y=0.223x-0.156 0.965 71.25+6.26 d 2.90 0.070 1+0.000 9 d

Data in the table are X#s, and followed by different letters in the same row mean significant difference at 0.05 level (P<0.05)

by Duncan’s mulitiple test.
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