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The Effects of Spirulina on Intestinal Microflora of
Diarrhea Model Mice

LIJing WANG Su-Ying® SHI De-Qiang

(Tianjin Key Laboratory of Food Biotechnology, College of Biotechnology and Food Science,
Tianjin University of Commerce, Tianjin 300134, China)

Abstract: The effects of Spirulina on intestinal microflora of diarrhea model mice were observed. Diarrhea
model mice were geted by gastric perfusion ampicillin, then these mice were given different doses spirulina
by gavage. Selective culture media were used to culture bifidobacteria, bacterium lacticum, enteric bacilli,
enterococci, bacteroid, clostridium perfringens in feces at different times. In order to find the difference of
collecting samples from feces and intestine, the quantity of detection flora in different segment of intestine
were compared too. The result showed that in middle dose group and high dose group spirulina can regulate
and improve intestinal flora of diarrhea model mice, and effectively shorten time from disturbance to balance.
Fecal sample and intestinal contents sample both manifest a same trend, that is the quantity of bifidobacteria,
bacterium lacticum in treatment recovery group is significantly higher than saline group, and enteric bacilli,
enterococci, bacteroid, clostridium perfringens is significantly lower than saline group, but each index flora
in intestinal contents sample has a significant difference in quantity.
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F 1 REVE/NRFEREFE(xLS) (19107 g)

Table 1 The mean values of intestinal microflora of diarrhea model mice

Group Bifidobactel a Bacterium lactic m  Enteric bac Ili Enterococ i Bacteroi CIOSt.”d'u'
perfringen
7.14+0.14 7.25+0.17 6.92+0.1 4.95+0.1! 6.29+0.2 5.76+0.15
Normal group
- 5.72+0.15* 4.90+0.16** 5.79+0.33 * 4.62+0.25 * 4.96+0.14 * 6.92+0.13*
Diarrhea model grt 1p
: ,** P<0.01 ; *: P<0.05.
Note: Compared to normal group, **: P<0.01 ; *: P<0.05.
7) ( 8) 4d
6d 8d
( 3 4),
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F 2 NREEFEEFHE(xS) (19107 g)
Table 2 The mean values of intestinal microflora in jejunum and ileum (¥%s) (1g10"/ g)

- . . . . ‘ Clostridiut
Group Bifidobacte a Bacterium lactic m Enteric bac i Enterococc Bacteroi perfringen
5.46+0.0¢ 5.26+0.07 3.65+0.0¢ 2.05+0.23 4.25%0.2 ) 4.04+0.07
Normal group
. 4.19+0.0¢ 4.39+0.04 5.39+0.0¢ 3.86+0.12 5.39£0.0 ) 4.13+0.0¢
Saline group
4.22+0.04° - 4.46+0.09** 4.92+0.06* - 3.89+0.07* 4.74+0.07 * 3.96+0.05* °
Low dose grou
. 5.24+0.05" - 5.09+0.07** 4.40+0.08* - 3.54+0.14* 4.39+0.0¢ * 3.96+0.05*
Middle dose gro p
5.62+0.08° * 4.99+0.34** 4.20£0.04* - 3.24+0.06* 4.15+0.07 * 3.95+0.04* -

High dose grou

: , **: P<0.01; *:P<0.05;
Note: Compared to saline group, **: P<0.01 , *: P<0.05; The same below

*3 MR EBEENEGETS) (19107 g)

Table 3 The mean values of intestinal microflora in caecum (x¥s) (1g10"/ g)

. . . . . . Clostridiul
Group Bifidobactel a Bacterium lactic m Enteric bac' li Enterococc Bacteroi perfringen
7.36+0.0¢ 6.74+0.06 5.85+0.0¢ 3.16+0.14 5.85+0.C i 4.72+0.0¢
Normal group
. 6.39+0.1C 5.38+0.10 6.43+0.1¢ 5.13+0.11 6.43+0.1 | 5.19+0.11
Saline group
6.44+0.09* - 6.35+0.07** 6.49+0.14 4.46+0.09* 6.38+0.4¢ * 4.47+0.09* -
Low dose grou
i 6.89+0.07* - 6.75+0.13** 6.18+0.11* 4.44+0.02* 5.91+0.0% * 4.42+0.06* -
Middle dose gra p
6.92+0.04* - 6.81+0.04** 5.24+0.04* - 4.38+0.03* 5.87+0.07 * 4.38+0.07* -

High dose grou

Fz 4 DREMERFYE(ES) (19107 g)
Table 4 The mean values of intestinal microflora in colon (xs) (Ig10"/ g)

Group Bifidobactel a Bacterium lactic m Enteric bac i Enterococc Bactero | C'OS‘.“d'”'
perfringen
7.12+0.0¢ 6.25+0.02 6.61+0.0¢ 2.98+0.14 6.12+0.( ’ 5.46+0.07
Normal groug
. 6.27+0.0¢ 6.03+0.06 7.17+0.0¢ 5.88+0.03 6.80£0.( 3 5.57+0.07
Saline group
6.45+0.05* 6.70£0.02** 7.09+0.08° - 5.14+0.12* 6.53+0.0% * 5.37+0.06*
Low dose grou
. 6.98+0.03* 7.11+0.07** 5.73+0.03” - 4.92+0.02* 5.42+0.0¢ * 5.32+0.08*
Middle dose gra p
. 6.83+£0.06* 7.11+0.09** 5.18+0.37" - 2.99+0.08* 4.29+0.1( ** 3.28+0.15*
High dose grot |
(P<0.01), ,
8d , ,
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