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Biosynthesis of Tautomycin and Its Inhibition Region
of Protein Phosphatase

CHAI Xiao-Tao CHEN Xiao-Long ZHENG Yu-Guo  SHEN Yin-Chu

(Institute of Bioengineering, Zhejiang University of Technology, Hangzhou, Zhejiang 310014, China)

Abstract: Tautomycin is one of well-known specific protein phosphatase inhibitors and exhibiting potent
antifungal ability, especially to Sclerotinia sclerotiolum. This article reviews the recent research progress of
tautomycin, focusing on its inhibition region and biosynthesis.
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Fig. 1 Chemical structure of tautomycin
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